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SURVEILLANCE 2021 AT A GLANCE

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

1.  Viral hepatitis is a statutory notifiable disease in Hong Kong. Voluntary reporting was 

started in 1966, and the disease has become notifiable since 1974. It was not until 1988 that 

the reported cases were classified by viral etiology, namely hepatitis A, hepatitis B, non-A 

non-B hepatitis and unclassified hepatitis. In 1996, non-A non-B hepatitis was further 

categorised into hepatitis C, hepatitis E and hepatitis (not elsewhere classified).

2. The extent of chronic viral hepatitis, notably hepatitis B and C, is determined by other 

mechanisms. This Report presents the latest findings from collation and analysis of viral 

hepatitis data obtained from the disease notification system, service statistics, 

seroprevalence studies and other research findings.

SURVEILLANCE MECHANISMS OF
VIRAL HEPATITIS
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3. Hong Kong was once of intermediate endemicity for hepatitis A virus (HAV) [1, 2]. After 

1988 when viral hepatitis began to be reported according to etiologic agents, the largest 

epidemic of hepatitis A occurred in 1992, with over 3 500 cases reported to the Department of 

Health (DH) (Box 1). This represented a notification rate of 63 per 100 000 population (Box 8), 

and since then, a gradual declining trend in HAV incidence has been observed. This 

discernible decline in hepatitis A contributed to a parallel declining trend in overall reported 

viral hepatitis since 2002 (Box 4). The death rates from hepatitis A has been low, ranging 

between 0 and 0.15 per million population in the last two decades (Box 8).

4. From 2012 to 2021, there were a total of 658 hepatitis A reported cases and the annual 

number of cases peaked in 2015 at 138 and dropped to a record low of 15 in 2021 (Box 5). 

The male to female ratio was 1.5:1, with 74% aged below 45 years (Box 6, Box 7). Over the 

years, there has been an increase in the proportion of reported cases over 35 years old. 

Although the majority were still below 45 years of age, the proportion of reported cases that 

were aged 45 and above increased from less than 10% in early 2000s to 14% - 41% in the 

2010s (Box 7). In 2021, the proportion of reported cases aged 45 and above was exceptional 

high at 80% (12/15), which shall be interpreted with caution given the small number of cases 

reported in that year.

5. In 2015, a review on 587 reported cases of hepatitis A from 2005 to 2014 was published 

by the Surveillance and Epidemiology Branch of Centre for Health Protection (CHP), DH. The 

majority (70%) of cases required hospitalisation, and two fatal cases were recorded. Both 

fatalities had multiple comorbidities. The majority (76%) of the patients acquired the disease 

locally. Most (92%) were sporadic cases and 22 small clusters affecting two to four patients 

were identified. Of these, at least 60% were clusters affecting members of the same 

household [3].

6. An increase in the number of cases was noted in 2015 when a total of 138 cases were 

reported. The majority (75%) of the cases was reported from February to June. The male to 

female ratio was 1.2 to 1, with a median age of 33 years (range: 3 to 83 years). There was no 

fatality. Except two cases studying in the same school and two cases from the same family, 

no epidemiological link was found. No single identifiable source could explain the upsurge of 

cases [3].

Hepatitis A
Acute Hepatitis A Virus Infection

COMMENTARY

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

7.  In late 2016, an unusual upsurge of acute HAV infection affecting men who have sex 

with men (MSM) with human immunodeficiency virus (HIV) infection was noticed. With

retrospective investigations and prospective reporting, a total of 53 cases of 

laboratory-confirmed HAV infection with clinical symptoms among individuals identified as 

MSM were recorded between September 2015 and November 2017. The age range of the 

cases was 20 to 55 years (median: 33 years). Forty-five (84.9%) required hospitalisation and 

there were no fatalities. Thirty-seven cases (69.8%) were known to be HIV-positive attending 

one of the three designated public HIV clinics. The majority (96.2%) did not report history of 

hepatitis A vaccination. Eighteen (33.9%) reported travel history within the incubation period. 

Around one quarter of the cases had concurrent diagnosis of other sexually transmitted 

infections (STI) including syphilis, gonorrhoea and chlamydia infection. Among the cases with 

specimen available for laboratory analysis, forty-three (81.1%) had identical nucleotide 

sequences within the genotyping window. Apart from one cluster affecting two patients, who 

were sex partners residing together, no other epidemiological linkage could be found. No 

common food nor water source or social gathering was identified among these cases. 

Epidemiological investigations suggested that the outbreak was contributed by transmission 

by way of sexual contact between men, a high proportion of whom were HIV-infected [4]. 

Hepatitis A outbreaks among MSM communities were reported during the same period in 

some other regions with low HAV endemicity, including Taiwan [5], Europe [6] and both North 

and South America [7-8].

Prevalence of anti-HAV

8.  In a territory-wide seroprevalence study on viral hepatitis, involving 10 256 participants 

recruited between February 2015 and July 2016, the crude and adjusted prevalence of 

antibodies against hepatitis A virus (anti-HAV) in Hong Kong was 65.2% (95% confidence 

interval [CI]: 64.2% - 66.1%) and 52.2% (95% CI: 51.3% - 53.2%) respectively [9]. The 

prevalence of anti-HAV found in this study was significantly lower than that (71.0%) in 

another previous local seroprevalence study (P < 0.001), conducted back in 2001 via 

telephone household survey (Community Research Project for Viral Hepatitis 2001, CRPVH) 

(Box 21) [2].

9. Observations from epidemiological studies signify an aging cohort effect with an overall 

decline in the prevalence of HAV infection. Anti-HAV positivity was less common across all 

age groups among subjects aged 30 or above in the seroprevalence study in 2015-16 [9] 

than the subjects in the same age groups in CRPVH conducted in 2001 [2]. Similar 

phenomenon that a lower anti-HAV prevalence among the subjects of the same age groups 

in a more recent study was observed, while comparing the findings of CRPVH 2001 with 

those in another study conducted in late 1980s [10] or comparing the late 1980s findings with 

those of a late 1970s study on local HAV seroprevalence [11]. Together, these four studies 

suggest that age-specific prevalence of anti-HAV has right-shifted locally since 1980s. As of 

2016, the prevalence of anti-HAV remained at low level (around 20%) among adults aged 

below 30 years old. However, an anti-HAV prevalence exceeding 80% could only be 

observed in people aged 60 years old or above in 2016, instead of those aged >=40 years in 

2001, in the general Chinese population (Box 21).

10. Similar cohort effect has also been observed from the laboratory surveillance performed 

by Public Health Laboratory Services Branch (PHLSB) every five years since 2000. In the 

latest serosurvey conducted by PHLSB in 2020, an anti-HAV prevalence exceeding 80% was 

limited to those aged above 60, while the anti-HAV prevalence was higher than 80% in 

younger subjects aged above 40 in 2000 and 2005 or those aged above 50 in 2010 and 

2015. The seroprevalence of anti-HAV was generally below 50% among those younger than 

30 years old over the years (Box 22) [12]. In the last two serosurveys in 2015 and 2020, there 

was a significant increase in the seroprevalence of anti-HAV in the younger age group, most 

prominent among those aged 0 – 20. This finding may suggest an increase in the uptake of 

hepatitis A vaccination in the community, while the overall hepatitis A activity remained low 

in Hong Kong in the two decades before 2020. However, some limitations of the serosurvey, 

including relatively small sample size and potential bias from convenience sampling, should 

be noted while interpreting its results. Overall, with the declining prevalence of HAV infection, 

Hong Kong has changed from a region with intermediate to very low endemicity in the past 

three decades.

11. Besides an increasing prevalence with higher age, people born outside Hong Kong 

were generally more likely to test positive for anti-HAV, whereas a lower anti-HAV positivity 

rate was observed among people of non-labour work [2]. In the seroprevalence study 

2015-16, anti-HAV positivity was more likely among the participants born in the mainland 

China, while those having lower monthly household income were more likely to be 

anti-HAV-positive [9].

12. From the telephone interview of the CRPVH 2001, some 11% of 4 564 subjects reported 

a history of HAV vaccination, about 80% of whom had completed the course. The uptake of 

vaccination in the general population remained low, as 5.9% of the participants in the 

seroprevalence study 2015-16 had received hepatitis A vaccination [9]. Both the low 

coverage of hepatitis A vaccination and the low circulating HAV in the community probably 

lead to a general decrease in anti-HAV prevalence over the years.

13. Cross-sectional surveys of anti-HAV at Kowloon Bay Integrated Treatment Centre 

(ITC), the HIV specialist clinic under DH, have been started since 2007. The subjects 

consisted of all new HIV/AIDS patients who first attended ITC between July 2007 and 2021 

and convenience samples of all active HIV/AIDS patients who first attended ITC before July 

2007 (Box 23). The prevalence of anti-HAV increased with age of HIV/AIDS patients, and the 

overall positivity rate among these patients tested between 2007 and 2021 appeared to be 

comparable with that of the data obtained from serosurvey in the general population in 2001 

and 2016. Confounding factors, such as different levels of past infection, immunodeficiency 

in HIV patients, history of hepatitis A vaccination and difference in years of testing, may have 

affected the results. Compared with patients acquiring HIV via other routes, those infected 

via homosexual or bisexual routes were most vulnerable to subsequent HAV infection, as 

reflected by the lowest level of anti-HAV prevalence in this group of patients (Box 24). 

Indeed, the increased susceptibility had manifested itself during the upsurge of hepatitis A 

infection among MSM occurring in 2015 to 2017 [4]. As a result, the Scientific Committee on 

AIDS and STI and Scientific Committee on Vaccine Preventable Diseases extended their 

recommendation for hepatitis A vaccine to MSM in June 2017 [13].
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be noted while interpreting its results. Overall, with the declining prevalence of HAV infection, 

Hong Kong has changed from a region with intermediate to very low endemicity in the past 

three decades.

11. Besides an increasing prevalence with higher age, people born outside Hong Kong 

were generally more likely to test positive for anti-HAV, whereas a lower anti-HAV positivity 

rate was observed among people of non-labour work [2]. In the seroprevalence study 

2015-16, anti-HAV positivity was more likely among the participants born in the mainland 

China, while those having lower monthly household income were more likely to be 

anti-HAV-positive [9].

12. From the telephone interview of the CRPVH 2001, some 11% of 4 564 subjects reported 

a history of HAV vaccination, about 80% of whom had completed the course. The uptake of 

vaccination in the general population remained low, as 5.9% of the participants in the 

seroprevalence study 2015-16 had received hepatitis A vaccination [9]. Both the low 

coverage of hepatitis A vaccination and the low circulating HAV in the community probably 

lead to a general decrease in anti-HAV prevalence over the years.

13. Cross-sectional surveys of anti-HAV at Kowloon Bay Integrated Treatment Centre 

(ITC), the HIV specialist clinic under DH, have been started since 2007. The subjects 

consisted of all new HIV/AIDS patients who first attended ITC between July 2007 and 2021 

and convenience samples of all active HIV/AIDS patients who first attended ITC before July 

2007 (Box 23). The prevalence of anti-HAV increased with age of HIV/AIDS patients, and the 

overall positivity rate among these patients tested between 2007 and 2021 appeared to be 

comparable with that of the data obtained from serosurvey in the general population in 2001 

and 2016. Confounding factors, such as different levels of past infection, immunodeficiency 

in HIV patients, history of hepatitis A vaccination and difference in years of testing, may have 

affected the results. Compared with patients acquiring HIV via other routes, those infected 

via homosexual or bisexual routes were most vulnerable to subsequent HAV infection, as 

reflected by the lowest level of anti-HAV prevalence in this group of patients (Box 24). 

Indeed, the increased susceptibility had manifested itself during the upsurge of hepatitis A 

infection among MSM occurring in 2015 to 2017 [4]. As a result, the Scientific Committee on 

AIDS and STI and Scientific Committee on Vaccine Preventable Diseases extended their 

recommendation for hepatitis A vaccine to MSM in June 2017 [13].

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

7.  In late 2016, an unusual upsurge of acute HAV infection affecting men who have sex 

with men (MSM) with human immunodeficiency virus (HIV) infection was noticed. With

retrospective investigations and prospective reporting, a total of 53 cases of 

laboratory-confirmed HAV infection with clinical symptoms among individuals identified as 

MSM were recorded between September 2015 and November 2017. The age range of the 

cases was 20 to 55 years (median: 33 years). Forty-five (84.9%) required hospitalisation and 

there were no fatalities. Thirty-seven cases (69.8%) were known to be HIV-positive attending 

one of the three designated public HIV clinics. The majority (96.2%) did not report history of 

hepatitis A vaccination. Eighteen (33.9%) reported travel history within the incubation period. 

Around one quarter of the cases had concurrent diagnosis of other sexually transmitted 

infections (STI) including syphilis, gonorrhoea and chlamydia infection. Among the cases with 

specimen available for laboratory analysis, forty-three (81.1%) had identical nucleotide 

sequences within the genotyping window. Apart from one cluster affecting two patients, who 

were sex partners residing together, no other epidemiological linkage could be found. No 

common food nor water source or social gathering was identified among these cases. 

Epidemiological investigations suggested that the outbreak was contributed by transmission 

by way of sexual contact between men, a high proportion of whom were HIV-infected [4]. 

Hepatitis A outbreaks among MSM communities were reported during the same period in 

some other regions with low HAV endemicity, including Taiwan [5], Europe [6] and both North 

and South America [7-8].

Prevalence of anti-HAV

8.  In a territory-wide seroprevalence study on viral hepatitis, involving 10 256 participants 

recruited between February 2015 and July 2016, the crude and adjusted prevalence of 

antibodies against hepatitis A virus (anti-HAV) in Hong Kong was 65.2% (95% confidence 

interval [CI]: 64.2% - 66.1%) and 52.2% (95% CI: 51.3% - 53.2%) respectively [9]. The 

prevalence of anti-HAV found in this study was significantly lower than that (71.0%) in 

another previous local seroprevalence study (P < 0.001), conducted back in 2001 via 

telephone household survey (Community Research Project for Viral Hepatitis 2001, CRPVH) 

(Box 21) [2].

9. Observations from epidemiological studies signify an aging cohort effect with an overall 

decline in the prevalence of HAV infection. Anti-HAV positivity was less common across all 

age groups among subjects aged 30 or above in the seroprevalence study in 2015-16 [9] 

than the subjects in the same age groups in CRPVH conducted in 2001 [2]. Similar 

phenomenon that a lower anti-HAV prevalence among the subjects of the same age groups 

in a more recent study was observed, while comparing the findings of CRPVH 2001 with 

those in another study conducted in late 1980s [10] or comparing the late 1980s findings with 

those of a late 1970s study on local HAV seroprevalence [11]. Together, these four studies 

suggest that age-specific prevalence of anti-HAV has right-shifted locally since 1980s. As of 

2016, the prevalence of anti-HAV remained at low level (around 20%) among adults aged 

below 30 years old. However, an anti-HAV prevalence exceeding 80% could only be 

observed in people aged 60 years old or above in 2016, instead of those aged >=40 years in 

2001, in the general Chinese population (Box 21).

10. Similar cohort effect has also been observed from the laboratory surveillance performed 

by Public Health Laboratory Services Branch (PHLSB) every five years since 2000. In the 

latest serosurvey conducted by PHLSB in 2020, an anti-HAV prevalence exceeding 80% was 

limited to those aged above 60, while the anti-HAV prevalence was higher than 80% in 

younger subjects aged above 40 in 2000 and 2005 or those aged above 50 in 2010 and 

2015. The seroprevalence of anti-HAV was generally below 50% among those younger than 

30 years old over the years (Box 22) [12]. In the last two serosurveys in 2015 and 2020, there 

was a significant increase in the seroprevalence of anti-HAV in the younger age group, most 

prominent among those aged 0 – 20. This finding may suggest an increase in the uptake of 

hepatitis A vaccination in the community, while the overall hepatitis A activity remained low 

in Hong Kong in the two decades before 2020. However, some limitations of the serosurvey, 

including relatively small sample size and potential bias from convenience sampling, should 

be noted while interpreting its results. Overall, with the declining prevalence of HAV infection, 

Hong Kong has changed from a region with intermediate to very low endemicity in the past 

three decades.

11. Besides an increasing prevalence with higher age, people born outside Hong Kong 

were generally more likely to test positive for anti-HAV, whereas a lower anti-HAV positivity 

rate was observed among people of non-labour work [2]. In the seroprevalence study 

2015-16, anti-HAV positivity was more likely among the participants born in the mainland 

China, while those having lower monthly household income were more likely to be 

anti-HAV-positive [9].

12. From the telephone interview of the CRPVH 2001, some 11% of 4 564 subjects reported 

a history of HAV vaccination, about 80% of whom had completed the course. The uptake of 

vaccination in the general population remained low, as 5.9% of the participants in the 

seroprevalence study 2015-16 had received hepatitis A vaccination [9]. Both the low 

coverage of hepatitis A vaccination and the low circulating HAV in the community probably 

lead to a general decrease in anti-HAV prevalence over the years.

13. Cross-sectional surveys of anti-HAV at Kowloon Bay Integrated Treatment Centre 

(ITC), the HIV specialist clinic under DH, have been started since 2007. The subjects 

consisted of all new HIV/AIDS patients who first attended ITC between July 2007 and 2021 

and convenience samples of all active HIV/AIDS patients who first attended ITC before July 

2007 (Box 23). The prevalence of anti-HAV increased with age of HIV/AIDS patients, and the 

overall positivity rate among these patients tested between 2007 and 2021 appeared to be 

comparable with that of the data obtained from serosurvey in the general population in 2001 

and 2016. Confounding factors, such as different levels of past infection, immunodeficiency 

in HIV patients, history of hepatitis A vaccination and difference in years of testing, may have 

affected the results. Compared with patients acquiring HIV via other routes, those infected 

via homosexual or bisexual routes were most vulnerable to subsequent HAV infection, as 

reflected by the lowest level of anti-HAV prevalence in this group of patients (Box 24). 

Indeed, the increased susceptibility had manifested itself during the upsurge of hepatitis A 

infection among MSM occurring in 2015 to 2017 [4]. As a result, the Scientific Committee on 

AIDS and STI and Scientific Committee on Vaccine Preventable Diseases extended their 

recommendation for hepatitis A vaccine to MSM in June 2017 [13].
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7.  In late 2016, an unusual upsurge of acute HAV infection affecting men who have sex 

with men (MSM) with human immunodeficiency virus (HIV) infection was noticed. With

retrospective investigations and prospective reporting, a total of 53 cases of 

laboratory-confirmed HAV infection with clinical symptoms among individuals identified as 

MSM were recorded between September 2015 and November 2017. The age range of the 

cases was 20 to 55 years (median: 33 years). Forty-five (84.9%) required hospitalisation and 

there were no fatalities. Thirty-seven cases (69.8%) were known to be HIV-positive attending 

one of the three designated public HIV clinics. The majority (96.2%) did not report history of 

hepatitis A vaccination. Eighteen (33.9%) reported travel history within the incubation period. 

Around one quarter of the cases had concurrent diagnosis of other sexually transmitted 

infections (STI) including syphilis, gonorrhoea and chlamydia infection. Among the cases with 

specimen available for laboratory analysis, forty-three (81.1%) had identical nucleotide 

sequences within the genotyping window. Apart from one cluster affecting two patients, who 

were sex partners residing together, no other epidemiological linkage could be found. No 

common food nor water source or social gathering was identified among these cases. 

Epidemiological investigations suggested that the outbreak was contributed by transmission 

by way of sexual contact between men, a high proportion of whom were HIV-infected [4]. 

Hepatitis A outbreaks among MSM communities were reported during the same period in 

some other regions with low HAV endemicity, including Taiwan [5], Europe [6] and both North 

and South America [7-8].

Prevalence of anti-HAV

8.  In a territory-wide seroprevalence study on viral hepatitis, involving 10 256 participants 

recruited between February 2015 and July 2016, the crude and adjusted prevalence of 

antibodies against hepatitis A virus (anti-HAV) in Hong Kong was 65.2% (95% confidence 

interval [CI]: 64.2% - 66.1%) and 52.2% (95% CI: 51.3% - 53.2%) respectively [9]. The 

prevalence of anti-HAV found in this study was significantly lower than that (71.0%) in 

another previous local seroprevalence study (P < 0.001), conducted back in 2001 via 

telephone household survey (Community Research Project for Viral Hepatitis 2001, CRPVH) 

(Box 21) [2].

9. Observations from epidemiological studies signify an aging cohort effect with an overall 

decline in the prevalence of HAV infection. Anti-HAV positivity was less common across all 

age groups among subjects aged 30 or above in the seroprevalence study in 2015-16 [9] 

than the subjects in the same age groups in CRPVH conducted in 2001 [2]. Similar 

phenomenon that a lower anti-HAV prevalence among the subjects of the same age groups 

in a more recent study was observed, while comparing the findings of CRPVH 2001 with 

those in another study conducted in late 1980s [10] or comparing the late 1980s findings with 

those of a late 1970s study on local HAV seroprevalence [11]. Together, these four studies 

suggest that age-specific prevalence of anti-HAV has right-shifted locally since 1980s. As of 

2016, the prevalence of anti-HAV remained at low level (around 20%) among adults aged 

below 30 years old. However, an anti-HAV prevalence exceeding 80% could only be 

observed in people aged 60 years old or above in 2016, instead of those aged >=40 years in 

2001, in the general Chinese population (Box 21).

10. Similar cohort effect has also been observed from the laboratory surveillance performed 

by Public Health Laboratory Services Branch (PHLSB) every five years since 2000. In the 

latest serosurvey conducted by PHLSB in 2020, an anti-HAV prevalence exceeding 80% was 

limited to those aged above 60, while the anti-HAV prevalence was higher than 80% in 

younger subjects aged above 40 in 2000 and 2005 or those aged above 50 in 2010 and 

2015. The seroprevalence of anti-HAV was generally below 50% among those younger than 

30 years old over the years (Box 22) [12]. In the last two serosurveys in 2015 and 2020, there 

was a significant increase in the seroprevalence of anti-HAV in the younger age group, most 

prominent among those aged 0 – 20. This finding may suggest an increase in the uptake of 

hepatitis A vaccination in the community, while the overall hepatitis A activity remained low 

in Hong Kong in the two decades before 2020. However, some limitations of the serosurvey, 

including relatively small sample size and potential bias from convenience sampling, should 

be noted while interpreting its results. Overall, with the declining prevalence of HAV infection, 

Hong Kong has changed from a region with intermediate to very low endemicity in the past 

three decades.

11. Besides an increasing prevalence with higher age, people born outside Hong Kong 

were generally more likely to test positive for anti-HAV, whereas a lower anti-HAV positivity 

rate was observed among people of non-labour work [2]. In the seroprevalence study 

2015-16, anti-HAV positivity was more likely among the participants born in the mainland 

China, while those having lower monthly household income were more likely to be 

anti-HAV-positive [9].

12. From the telephone interview of the CRPVH 2001, some 11% of 4 564 subjects reported 

a history of HAV vaccination, about 80% of whom had completed the course. The uptake of 

vaccination in the general population remained low, as 5.9% of the participants in the 

seroprevalence study 2015-16 had received hepatitis A vaccination [9]. Both the low 

coverage of hepatitis A vaccination and the low circulating HAV in the community probably 

lead to a general decrease in anti-HAV prevalence over the years.

13. Cross-sectional surveys of anti-HAV at Kowloon Bay Integrated Treatment Centre 

(ITC), the HIV specialist clinic under DH, have been started since 2007. The subjects 

consisted of all new HIV/AIDS patients who first attended ITC between July 2007 and 2021 

and convenience samples of all active HIV/AIDS patients who first attended ITC before July 

2007 (Box 23). The prevalence of anti-HAV increased with age of HIV/AIDS patients, and the 

overall positivity rate among these patients tested between 2007 and 2021 appeared to be 

comparable with that of the data obtained from serosurvey in the general population in 2001 

and 2016. Confounding factors, such as different levels of past infection, immunodeficiency 

in HIV patients, history of hepatitis A vaccination and difference in years of testing, may have 

affected the results. Compared with patients acquiring HIV via other routes, those infected 

via homosexual or bisexual routes were most vulnerable to subsequent HAV infection, as 

reflected by the lowest level of anti-HAV prevalence in this group of patients (Box 24). 

Indeed, the increased susceptibility had manifested itself during the upsurge of hepatitis A 

infection among MSM occurring in 2015 to 2017 [4]. As a result, the Scientific Committee on 

AIDS and STI and Scientific Committee on Vaccine Preventable Diseases extended their 

recommendation for hepatitis A vaccine to MSM in June 2017 [13].

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

7.  In late 2016, an unusual upsurge of acute HAV infection affecting men who have sex 

with men (MSM) with human immunodeficiency virus (HIV) infection was noticed. With

retrospective investigations and prospective reporting, a total of 53 cases of 

laboratory-confirmed HAV infection with clinical symptoms among individuals identified as 

MSM were recorded between September 2015 and November 2017. The age range of the 

cases was 20 to 55 years (median: 33 years). Forty-five (84.9%) required hospitalisation and 

there were no fatalities. Thirty-seven cases (69.8%) were known to be HIV-positive attending 

one of the three designated public HIV clinics. The majority (96.2%) did not report history of 

hepatitis A vaccination. Eighteen (33.9%) reported travel history within the incubation period. 

Around one quarter of the cases had concurrent diagnosis of other sexually transmitted 

infections (STI) including syphilis, gonorrhoea and chlamydia infection. Among the cases with 

specimen available for laboratory analysis, forty-three (81.1%) had identical nucleotide 

sequences within the genotyping window. Apart from one cluster affecting two patients, who 

were sex partners residing together, no other epidemiological linkage could be found. No 

common food nor water source or social gathering was identified among these cases. 

Epidemiological investigations suggested that the outbreak was contributed by transmission 

by way of sexual contact between men, a high proportion of whom were HIV-infected [4]. 

Hepatitis A outbreaks among MSM communities were reported during the same period in 

some other regions with low HAV endemicity, including Taiwan [5], Europe [6] and both North 

and South America [7-8].

Prevalence of anti-HAV

8.  In a territory-wide seroprevalence study on viral hepatitis, involving 10 256 participants 

recruited between February 2015 and July 2016, the crude and adjusted prevalence of 

antibodies against hepatitis A virus (anti-HAV) in Hong Kong was 65.2% (95% confidence 

interval [CI]: 64.2% - 66.1%) and 52.2% (95% CI: 51.3% - 53.2%) respectively [9]. The 

prevalence of anti-HAV found in this study was significantly lower than that (71.0%) in 

another previous local seroprevalence study (P < 0.001), conducted back in 2001 via 

telephone household survey (Community Research Project for Viral Hepatitis 2001, CRPVH) 

(Box 21) [2].

9. Observations from epidemiological studies signify an aging cohort effect with an overall 

decline in the prevalence of HAV infection. Anti-HAV positivity was less common across all 

age groups among subjects aged 30 or above in the seroprevalence study in 2015-16 [9] 

than the subjects in the same age groups in CRPVH conducted in 2001 [2]. Similar 

phenomenon that a lower anti-HAV prevalence among the subjects of the same age groups 

in a more recent study was observed, while comparing the findings of CRPVH 2001 with 

those in another study conducted in late 1980s [10] or comparing the late 1980s findings with 

those of a late 1970s study on local HAV seroprevalence [11]. Together, these four studies 

suggest that age-specific prevalence of anti-HAV has right-shifted locally since 1980s. As of 

2016, the prevalence of anti-HAV remained at low level (around 20%) among adults aged 

below 30 years old. However, an anti-HAV prevalence exceeding 80% could only be 

observed in people aged 60 years old or above in 2016, instead of those aged >=40 years in 

2001, in the general Chinese population (Box 21).

10. Similar cohort effect has also been observed from the laboratory surveillance performed 

by Public Health Laboratory Services Branch (PHLSB) every five years since 2000. In the 

latest serosurvey conducted by PHLSB in 2020, an anti-HAV prevalence exceeding 80% was 

limited to those aged above 60, while the anti-HAV prevalence was higher than 80% in 

younger subjects aged above 40 in 2000 and 2005 or those aged above 50 in 2010 and 

2015. The seroprevalence of anti-HAV was generally below 50% among those younger than 

30 years old over the years (Box 22) [12]. In the last two serosurveys in 2015 and 2020, there 

was a significant increase in the seroprevalence of anti-HAV in the younger age group, most 

prominent among those aged 0 – 20. This finding may suggest an increase in the uptake of 

hepatitis A vaccination in the community, while the overall hepatitis A activity remained low 

in Hong Kong in the two decades before 2020. However, some limitations of the serosurvey, 

including relatively small sample size and potential bias from convenience sampling, should 

be noted while interpreting its results. Overall, with the declining prevalence of HAV infection, 

Hong Kong has changed from a region with intermediate to very low endemicity in the past 

three decades.

11. Besides an increasing prevalence with higher age, people born outside Hong Kong 

were generally more likely to test positive for anti-HAV, whereas a lower anti-HAV positivity 

rate was observed among people of non-labour work [2]. In the seroprevalence study 

2015-16, anti-HAV positivity was more likely among the participants born in the mainland 

China, while those having lower monthly household income were more likely to be 

anti-HAV-positive [9].

12. From the telephone interview of the CRPVH 2001, some 11% of 4 564 subjects reported 

a history of HAV vaccination, about 80% of whom had completed the course. The uptake of 

vaccination in the general population remained low, as 5.9% of the participants in the 

seroprevalence study 2015-16 had received hepatitis A vaccination [9]. Both the low 

coverage of hepatitis A vaccination and the low circulating HAV in the community probably 

lead to a general decrease in anti-HAV prevalence over the years.

13. Cross-sectional surveys of anti-HAV at Kowloon Bay Integrated Treatment Centre 

(ITC), the HIV specialist clinic under DH, have been started since 2007. The subjects 

consisted of all new HIV/AIDS patients who first attended ITC between July 2007 and 2021 

and convenience samples of all active HIV/AIDS patients who first attended ITC before July 

2007 (Box 23). The prevalence of anti-HAV increased with age of HIV/AIDS patients, and the 

overall positivity rate among these patients tested between 2007 and 2021 appeared to be 

comparable with that of the data obtained from serosurvey in the general population in 2001 

and 2016. Confounding factors, such as different levels of past infection, immunodeficiency 

in HIV patients, history of hepatitis A vaccination and difference in years of testing, may have 

affected the results. Compared with patients acquiring HIV via other routes, those infected 

via homosexual or bisexual routes were most vulnerable to subsequent HAV infection, as 

reflected by the lowest level of anti-HAV prevalence in this group of patients (Box 24). 

Indeed, the increased susceptibility had manifested itself during the upsurge of hepatitis A 

infection among MSM occurring in 2015 to 2017 [4]. As a result, the Scientific Committee on 

AIDS and STI and Scientific Committee on Vaccine Preventable Diseases extended their 

recommendation for hepatitis A vaccine to MSM in June 2017 [13].
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14. The annual notification of hepatitis E infection increased from 11 in 1996 to a record high 

of 150 in 2012 (Box 1). In the past five years, the number of reported cases of hepatitis E 

ranged from 43 to 85. A higher number of infections were usually reported from February to 

April (Box 16), but such seasonal pattern was less prominent in recent few years. Of 1 556 

cases reported, 1 012 (65.0%, Box 17) were male, giving male to female ratio of 1.9:1. The 

majority was adults, most of whom were aged between 35 and 74 (Box 18). Fatalities were 

more common with acute hepatitis E than with acute hepatitis A, and there have been death 

cases attributable to acute hepatitis E infection each year since 2014 (Box 19). In 2021, four 

deaths were reported, giving a record high death rate at 0.54 per million population.

15.  In 2011, the CHP reviewed all hepatitis E cases recorded between 2001 and 2010 [14]. 

Of the 524 cases, 78.2% were hospitalised with a median stay of seven days. A total of 12 

cases were fatal (9 males and 3 females), and age ranged from 53 to 82 (median age 67.5 

years). The case fatality rate was 2.3%, which was comparable with reported figures from 

other countries (0.2% - 4.0%) [15]. None of the fatal cases was pregnant. Most cases 

(99.4%) were sporadic infection, except a small family cluster involving three persons, and 

87.4% acquired the disease locally. Epidemiological investigation did not identify any 

outbreak linked to a particular food premises.

16.  The epidemiology of acute hepatitis E cases recorded by CHP was also reviewed in 

recent years [16, 17]. The latest review covered a total of 461 cases from 2013 to 30 

September 2018, with age ranging from 15 to 96 years (median: 56 years). More males were 

affected than females (62.5% vs. 37.5%). More than half of the cases were recorded from 

January to April. Most of the cases (81.8%) acquired the infection locally. Some 399 (86.6%) 

patients required hospitalisation with a median length of stay of seven days. Nine fatal cases 

were recorded, among whom eight had underlying illnesses, giving a case fatality rate of 

2.0%. The age of the deceased patients ranged from 49 to 81 years (median: 74 years). A 

significant proportion of the patients recalled consuming pig liver (28.6%) and shellfish 

(28.9%) during the incubation period. Notably, one case recorded in August 2018 acquired 

the infection from organ transplant, involving a single deceased person whose organs had 

been donated to five recipients in February 2018. Subsequent laboratory investigations 

found that the other four recipients also had hepatitis E virus (HEV) infection [18].

Hepatitis E
Acute Hepatitis E Virus Infection

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

Clinical Epidemiology of HEV Infection

17. The epidemiology and clinical features of sporadic hepatitis E cases were compared 

with those of another enterically transmitted hepatitis, namely hepatitis A. Of 105 acute 

hepatitis A and 24 hepatitis E patients seen at Princess Margaret Hospital (PMH) in 2002, 

patients having hepatitis A were significantly younger (median age: 27 years) and had recent 

history of shellfish consumption while hepatitis E patients were older (median age: 53 year) 

and most had a recent travel history. Moreover, whereas hepatitis A was milder and recovery 

was uneventful, hepatitis E was more severe, associated with significant mortality and 

frequently complicated by protracted coagulopathy and cholestasis [19]. The higher disease 

severity for hepatitis E was also identified in a territory-wide cohort study, involving 1 068 

cases of acute hepatitis A and 846 cases of acute hepatitis E from 2000 to 2016. As 

compared with hepatitis A patients, hepatitis E patients had more all-cause mortality (3.9% 

vs 0.6%; P < 0.001), liver-related mortality (2.0% vs 0.3%; P < 0.001) and hepatic events 

(2.8% vs 0.3%; P < 0.001) within 30 days from diagnosis [20].

18. A local study examined the epidemiology and genotype distribution of HEV infections 

from 57 laboratory-confirmed acute hepatitis E patients who were admitted to Prince of 

Wales Hospital (PWH) during 2002 and 2007. Almost all patients (56/57; 98%) were Chinese 

and most (48/57; 84%) had no history of travel during the prior 6 months. All cases were 

sporadic. No fulminant hepatitis was recorded and all patients recovered. Phylogenetic 

analyses of isolates from 46 patients showed that all except one belonged to genotype 4, and 

most were phylogenetically related to swine isolates reported from China. The remaining 

isolate was genotype 3 obtained from a woman who had no history of travel [21].

19. Apart from pregnancy, coinfection with hepatitis B virus (HBV) might be associated with 

more fulminant clinical outcome in patients infected with HEV. Among three cases of serious 

HEV infection with acute liver failure reported to DH in the first two months of 2012, one 

required liver transplantation and two passed away. One of the deceased patients was tested 

positive for chronic hepatitis B infection [22]. Moreover, a 10-year retrospective study on 

acute hepatitis E in local hospitals showed that patients with chronic hepatitis B acutely 

infected with HEV had a higher rate of liver failure, liver-related mortality and all-cause 

mortality, though the association was not statistically significant [23]. In another territory-wide 

cohort study from 2000 and 2016, coexisting chronic hepatitis B was found to be an 

independent risk factor for liver-related mortality in patients with acute hepatitis E (adjusted 

hazard ratio = 3.34; P = 0.02), as compared with acute hepatitis A patients [20].

HEV in High-risk Food Items

20. Given the evidence that suggests a zoonotic source of hepatitis E in overseas studies, 

the Centre for Food Safety conducted a risk assessment study titled “Hepatitis E Virus in 

Fresh Pig Livers” [24] to determine the HEV prevalence in fresh pig liver samples obtained in 

local markets. One hundred fresh pig liver samples were collected from pigs slaughtered 

between mid-January and May 2009. Sixteen (31%) out of 51 roaster pig (around four 

months old) liver samples were positive for HEV, while none of the 49 porker pig (around six 

months old) liver samples tested positive. Partial sequences of some HEV isolates from 

roaster pigs were identical to those from 7 among 48 local human cases. The findings 

suggest the possibility of roaster pigs as one of the sources of local human hepatitis E 

infections.

21. The genetic association between human HEV infection and HEV-contaminated high-risk 

food in Hong Kong was examined in a molecular epidemiological study by comparing local 

virus strains obtained from sera from 24 hepatitis E patients with those surveyed from five 

types of high-risk food items (lamb, oyster, pig blood curd, pig large intestine and pig liver) 

between 2014 and 2016 [25]. HEV RNA was detected in pig liver, pig intestine and oyster 

samples with prevalence of 1.5%, 0.4% and 0.2% respectively. Phylogenetic analysis 

showed that all sequenced human and swine HEV strains belonged to genotype 4 with close 

genetic relatedness. Again, the findings suggested that swine could be an important 

foodborne source of autochthonous human HEV infections in Hong Kong. The study also 

echoed the evidence of a major epidemiological shift in hepatitis E in Southern China driven 

by genotype switch from HEV-1 to HEV-4 over the past two decades [26].
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14. The annual notification of hepatitis E infection increased from 11 in 1996 to a record high 

of 150 in 2012 (Box 1). In the past five years, the number of reported cases of hepatitis E 

ranged from 43 to 85. A higher number of infections were usually reported from February to 

April (Box 16), but such seasonal pattern was less prominent in recent few years. Of 1 556 

cases reported, 1 012 (65.0%, Box 17) were male, giving male to female ratio of 1.9:1. The 

majority was adults, most of whom were aged between 35 and 74 (Box 18). Fatalities were 

more common with acute hepatitis E than with acute hepatitis A, and there have been death 

cases attributable to acute hepatitis E infection each year since 2014 (Box 19). In 2021, four 

deaths were reported, giving a record high death rate at 0.54 per million population.

15.  In 2011, the CHP reviewed all hepatitis E cases recorded between 2001 and 2010 [14]. 

Of the 524 cases, 78.2% were hospitalised with a median stay of seven days. A total of 12 

cases were fatal (9 males and 3 females), and age ranged from 53 to 82 (median age 67.5 

years). The case fatality rate was 2.3%, which was comparable with reported figures from 

other countries (0.2% - 4.0%) [15]. None of the fatal cases was pregnant. Most cases 

(99.4%) were sporadic infection, except a small family cluster involving three persons, and 

87.4% acquired the disease locally. Epidemiological investigation did not identify any 

outbreak linked to a particular food premises.

16.  The epidemiology of acute hepatitis E cases recorded by CHP was also reviewed in 

recent years [16, 17]. The latest review covered a total of 461 cases from 2013 to 30 

September 2018, with age ranging from 15 to 96 years (median: 56 years). More males were 

affected than females (62.5% vs. 37.5%). More than half of the cases were recorded from 

January to April. Most of the cases (81.8%) acquired the infection locally. Some 399 (86.6%) 

patients required hospitalisation with a median length of stay of seven days. Nine fatal cases 

were recorded, among whom eight had underlying illnesses, giving a case fatality rate of 

2.0%. The age of the deceased patients ranged from 49 to 81 years (median: 74 years). A 

significant proportion of the patients recalled consuming pig liver (28.6%) and shellfish 

(28.9%) during the incubation period. Notably, one case recorded in August 2018 acquired 

the infection from organ transplant, involving a single deceased person whose organs had 

been donated to five recipients in February 2018. Subsequent laboratory investigations 

found that the other four recipients also had hepatitis E virus (HEV) infection [18].
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Clinical Epidemiology of HEV Infection

17. The epidemiology and clinical features of sporadic hepatitis E cases were compared 

with those of another enterically transmitted hepatitis, namely hepatitis A. Of 105 acute 

hepatitis A and 24 hepatitis E patients seen at Princess Margaret Hospital (PMH) in 2002, 

patients having hepatitis A were significantly younger (median age: 27 years) and had recent 

history of shellfish consumption while hepatitis E patients were older (median age: 53 year) 

and most had a recent travel history. Moreover, whereas hepatitis A was milder and recovery 

was uneventful, hepatitis E was more severe, associated with significant mortality and 

frequently complicated by protracted coagulopathy and cholestasis [19]. The higher disease 

severity for hepatitis E was also identified in a territory-wide cohort study, involving 1 068 

cases of acute hepatitis A and 846 cases of acute hepatitis E from 2000 to 2016. As 

compared with hepatitis A patients, hepatitis E patients had more all-cause mortality (3.9% 

vs 0.6%; P < 0.001), liver-related mortality (2.0% vs 0.3%; P < 0.001) and hepatic events 

(2.8% vs 0.3%; P < 0.001) within 30 days from diagnosis [20].

18. A local study examined the epidemiology and genotype distribution of HEV infections 

from 57 laboratory-confirmed acute hepatitis E patients who were admitted to Prince of 

Wales Hospital (PWH) during 2002 and 2007. Almost all patients (56/57; 98%) were Chinese 

and most (48/57; 84%) had no history of travel during the prior 6 months. All cases were 

sporadic. No fulminant hepatitis was recorded and all patients recovered. Phylogenetic 

analyses of isolates from 46 patients showed that all except one belonged to genotype 4, and 

most were phylogenetically related to swine isolates reported from China. The remaining 

isolate was genotype 3 obtained from a woman who had no history of travel [21].

19. Apart from pregnancy, coinfection with hepatitis B virus (HBV) might be associated with 

more fulminant clinical outcome in patients infected with HEV. Among three cases of serious 

HEV infection with acute liver failure reported to DH in the first two months of 2012, one 

required liver transplantation and two passed away. One of the deceased patients was tested 

positive for chronic hepatitis B infection [22]. Moreover, a 10-year retrospective study on 

acute hepatitis E in local hospitals showed that patients with chronic hepatitis B acutely 

infected with HEV had a higher rate of liver failure, liver-related mortality and all-cause 

mortality, though the association was not statistically significant [23]. In another territory-wide 

cohort study from 2000 and 2016, coexisting chronic hepatitis B was found to be an 

independent risk factor for liver-related mortality in patients with acute hepatitis E (adjusted 

hazard ratio = 3.34; P = 0.02), as compared with acute hepatitis A patients [20].

HEV in High-risk Food Items

20. Given the evidence that suggests a zoonotic source of hepatitis E in overseas studies, 

the Centre for Food Safety conducted a risk assessment study titled “Hepatitis E Virus in 

Fresh Pig Livers” [24] to determine the HEV prevalence in fresh pig liver samples obtained in 

local markets. One hundred fresh pig liver samples were collected from pigs slaughtered 

between mid-January and May 2009. Sixteen (31%) out of 51 roaster pig (around four 

months old) liver samples were positive for HEV, while none of the 49 porker pig (around six 

months old) liver samples tested positive. Partial sequences of some HEV isolates from 

roaster pigs were identical to those from 7 among 48 local human cases. The findings 

suggest the possibility of roaster pigs as one of the sources of local human hepatitis E 

infections.

21. The genetic association between human HEV infection and HEV-contaminated high-risk 

food in Hong Kong was examined in a molecular epidemiological study by comparing local 

virus strains obtained from sera from 24 hepatitis E patients with those surveyed from five 

types of high-risk food items (lamb, oyster, pig blood curd, pig large intestine and pig liver) 

between 2014 and 2016 [25]. HEV RNA was detected in pig liver, pig intestine and oyster 

samples with prevalence of 1.5%, 0.4% and 0.2% respectively. Phylogenetic analysis 

showed that all sequenced human and swine HEV strains belonged to genotype 4 with close 

genetic relatedness. Again, the findings suggested that swine could be an important 

foodborne source of autochthonous human HEV infections in Hong Kong. The study also 

echoed the evidence of a major epidemiological shift in hepatitis E in Southern China driven 

by genotype switch from HEV-1 to HEV-4 over the past two decades [26].

COMMENTARY



12

17. The epidemiology and clinical features of sporadic hepatitis E cases were compared 

with those of another enterically transmitted hepatitis, namely hepatitis A. Of 105 acute 

hepatitis A and 24 hepatitis E patients seen at Princess Margaret Hospital (PMH) in 2002, 

patients having hepatitis A were significantly younger (median age: 27 years) and had recent 

history of shellfish consumption while hepatitis E patients were older (median age: 53 year) 

and most had a recent travel history. Moreover, whereas hepatitis A was milder and recovery 

was uneventful, hepatitis E was more severe, associated with significant mortality and 

frequently complicated by protracted coagulopathy and cholestasis [19]. The higher disease 

severity for hepatitis E was also identified in a territory-wide cohort study, involving 1 068 

cases of acute hepatitis A and 846 cases of acute hepatitis E from 2000 to 2016. As 

compared with hepatitis A patients, hepatitis E patients had more all-cause mortality (3.9% 

vs 0.6%; P < 0.001), liver-related mortality (2.0% vs 0.3%; P < 0.001) and hepatic events 

(2.8% vs 0.3%; P < 0.001) within 30 days from diagnosis [20].

18. A local study examined the epidemiology and genotype distribution of HEV infections 

from 57 laboratory-confirmed acute hepatitis E patients who were admitted to Prince of 

Wales Hospital (PWH) during 2002 and 2007. Almost all patients (56/57; 98%) were Chinese 

and most (48/57; 84%) had no history of travel during the prior 6 months. All cases were 

sporadic. No fulminant hepatitis was recorded and all patients recovered. Phylogenetic 

analyses of isolates from 46 patients showed that all except one belonged to genotype 4, and 

most were phylogenetically related to swine isolates reported from China. The remaining 

isolate was genotype 3 obtained from a woman who had no history of travel [21].

19. Apart from pregnancy, coinfection with hepatitis B virus (HBV) might be associated with 

more fulminant clinical outcome in patients infected with HEV. Among three cases of serious 

HEV infection with acute liver failure reported to DH in the first two months of 2012, one 

required liver transplantation and two passed away. One of the deceased patients was tested 

positive for chronic hepatitis B infection [22]. Moreover, a 10-year retrospective study on 

acute hepatitis E in local hospitals showed that patients with chronic hepatitis B acutely 

infected with HEV had a higher rate of liver failure, liver-related mortality and all-cause 
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hazard ratio = 3.34; P = 0.02), as compared with acute hepatitis A patients [20].
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the Centre for Food Safety conducted a risk assessment study titled “Hepatitis E Virus in 

Fresh Pig Livers” [24] to determine the HEV prevalence in fresh pig liver samples obtained in 

local markets. One hundred fresh pig liver samples were collected from pigs slaughtered 

between mid-January and May 2009. Sixteen (31%) out of 51 roaster pig (around four 

months old) liver samples were positive for HEV, while none of the 49 porker pig (around six 

months old) liver samples tested positive. Partial sequences of some HEV isolates from 

roaster pigs were identical to those from 7 among 48 local human cases. The findings 

suggest the possibility of roaster pigs as one of the sources of local human hepatitis E 

infections.

21. The genetic association between human HEV infection and HEV-contaminated high-risk 

food in Hong Kong was examined in a molecular epidemiological study by comparing local 

virus strains obtained from sera from 24 hepatitis E patients with those surveyed from five 

types of high-risk food items (lamb, oyster, pig blood curd, pig large intestine and pig liver) 

between 2014 and 2016 [25]. HEV RNA was detected in pig liver, pig intestine and oyster 

samples with prevalence of 1.5%, 0.4% and 0.2% respectively. Phylogenetic analysis 

showed that all sequenced human and swine HEV strains belonged to genotype 4 with close 

genetic relatedness. Again, the findings suggested that swine could be an important 

foodborne source of autochthonous human HEV infections in Hong Kong. The study also 

echoed the evidence of a major epidemiological shift in hepatitis E in Southern China driven 

by genotype switch from HEV-1 to HEV-4 over the past two decades [26].
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Prevalence of HEV

22. In the CRPVH study conducted in 2001, 18.8% of adult subjects were found to have 

serologic evidence of HEV infection. People in the 40 - 49 years age group had the highest 

positivity rate of 24.1% (Box 25). Another local seroprevalence study on anti-HEV using 450 

serum samples submitted for virological investigation in 2008 - 2009 in a local hospital found 

a higher rate of HEV IgG seropositivity at 28.7% [27]. The HEV IgG seropositivity rate 

increased from 8% among 1 - 10 years old to >56% among those aged over 80. The overall 

seropositivity rate was higher among male than female (32.9% vs 24.4%, p=0.048).

23. The overall anti-HEV seroprevalence had further risen in the past decade. A 

cross-sectional sero-epidemiological study conducted between February 2012 and May 

2014 gave an overall anti-HEV seropositivity at 32.0% [28]. This community-based study 

involved a total of 1 539 participants sampled from different subpopulations, including 

healthy adults, pregnant women, patients with chronic liver disease, elderly people and 

frequent food handlers. Independent risk factors associated with anti-HEV seropositivity was 

older age (>35 years), no hand-washing practice after handling shellfish and lower education 

level. Prevalence of anti-HEV remained at a similar level at 33.3% (95% CI: 32.4% - 34.2%) 

in the territory-wide seroprevalence study in 2015-16 [9]. The study also found that hepatitis 

A and E shared similar risk factors, such as being born in mainland China and increasing 

age, and protective factor of higher family income. In both studies, male sex was associated 

with increased risk of acquiring HEV.

24. The HEV prevalence was also determined in Hong Kong blood donors [29]. Of 10 000 

unlinked donation samples collected in March to May 2015, two were tested positive for HEV 

RNA. Genotype 4, the dominant genotype in circulation in Hong Kong, was identified in one 

of the two RNA-positive samples, while genotyping was unsuccessful for another one. Both 

samples were also positive for IgG and IgM anti-HEV. Anti-HEV seroprevalence was 

estimated as 15.8% among all donors. IgG anti-HEV positivity rate was higher in males, and 

increased with age from 3.1% for age group 16 - 20 to 43.1% for age group 51 - 60. The HEV 

RNA positivity rate at 0.02% found in the study was within the reported range in developed 

countries (0.01% - 0.08%).
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25. Following the documentation of bloodborne transmission of HEV in recent years, a 

matched cohort study was conducted to assess the effects of age, gender and addictive 

injection use on HEV serostatus and concentration [30]. HEV IgG seroprevalence was 46.2% 

among 91 people who inject drugs, who underwent HCV load testing between 1 January 

2018 and 31 October 2019, as compared with 22.0% in 91 age- and sex-matched organ 

donors. Increasing age and addictive injection use were significantly associated with HEV 

IgG positivity. The study results suggested that people who inject drugs were at increased 

risk for hepatitis E and prone to repeated HEV exposure and reinfection, indicated by higher 

HEV IgG concentrations.

Epidemiology of Human Infection of Rat HEV

26. The usual HEV causing human infection belongs to Orthohepevirus A (HEV-A), while 

Orthohepevirus genus has three other species circulating in different hosts, namely 

Orthohepevirus B in chickens, Orthohepevirus C (HEV-C) in rats and ferrets and 

Orthohepevirus D in bats. Cases of human infection with HEV-C (also known as rat HEV) 

were first reported in Hong Kong in 2018, involving a 56-year-old man having 

immunosuppressant for anti-rejection prophylaxis after liver transplant in May 2017 [31] and 

a 70-year-old woman on immunosuppressant for treatment of underlying disease [32]. 

Epidemiological investigation of the first two cases conducted by the CHP revealed that both 

cases resided in Wong Tai Sin District without travel history during the incubation period of 

usual HEV infection. The two patients could not recall having direct contact with rodents or 

their excreta, but one recalled having seen suspected rodent excreta in his residence. Based 

on the available epidemiological information, the source and the route of infection in these 

two immunocompromised patients could not be determined. The exact mode of transmission 

of rat HEV to humans is unknown at the moment.

27. To describe the epidemiological and clinical features of human HEV-C1 infection in 

Hong Kong, a territory-wide prospective study was conducted by screening blood samples 

from 2 860 patients with abnormal liver function or immunosuppressive conditions between 

1 January 2017 and 31 July 2019 [33]. Of the eight identified infections, three had acute 

hepatitis, four had persistent hepatitis and one had subclinical infection without hepatitis. 

HEV-C1 hepatitis was generally milder than HEV-A hepatitis. One HEV-C1 isolate obtained 

from a rat captured in Wong Tai Sin District, where half of the identified cases resided, was 

closely related to the major outbreak strain in Hong Kong.

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

28. Another clinical-epidemiological investigation of human HEV-C1 infections found that 

HEV-C1 accounted for 8/53 (15.1%) reverse transcription PCR (RT-PCR) confirmed 

hepatitis E infections in Hong Kong between 1 August 2019 and 31 December 2020, raising 

the total number of HEV-C1 infections detected in the city to 16 [34]. These eight patients 

were elderly and/or immunocompromised, and half tested negative for HEV IgM. Among 

immunocompromised patients infected with HEV between January 2016 and December 

2020 in Hong Kong, there were nine cases (9/21; 42.9%) of HEV-C1 infection. The proportion 

of patients who developed persistent hepatitis was similar between immunocompromised 

HEV-C1 patients (7/9; 77.8%) and HEV-A patients (10/12; 83.3%).
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29. The number of reported acute HBV infections has been decreasing over decades, from 

137 cases reported in 2000 to 17 cases reported in 2021 (Box 1).

30. In an epidemiologic study of acute HBV infection conducted by DH and Hong Kong Red 

Cross Blood Transfusion Service (HKRCBTS), 149 of 351 eligible subjects recruited from 

2000 to 2003 participated in risk factor assessment with or without blood screening. Repeat 

blood donors who tested positive for hepatitis B surface antigen (HBsAg) for the first time and 

were then confirmed IgM anti-HBc positive were reported as having acute HBV infection. 

There were 43 such clients, yielding a yearly incidence rate of HBV seroconversion in repeat 

donors between 3.5 and 9.4 per 100 000 population during the study period. Nearly 70% of 

the study subjects were male; 99% were Chinese and the mean age was 31 years. From 

standardised questionnaire interview by nurses, over half could not have risk factor of acute 

HBV infection determined, while sexual contact was assessed to be the commonest risk 

(85%) in the rest. Of 124 subjects who had hepatitis B screening at 6 months post-IgM 

anti-HBc positivity, 50% developed anti-HBs while 9.7% were positive for HBsAg. Although 

these results could suggest a higher rate of HBV chronicity than what was previously 

reported in the literature, they have to be interpreted with caution owing to the relative small 

number of samples, incompleteness of data and potential biases from the subjects sampling 

and other study design.

Seroprevalence of HBV Infection

31. The territory-wide seroprevalence study in 2015-16 gave a crude and age-and-sex-adjusted 

prevalence of HBsAg at 7.8% and 7.2% respectively in the general population [9]. A more 

recent household survey conducted between October 2018 and August 2019 also gauged a 

crude HBsAg prevalence of similar level at 8%, where 489 participants with mean age at 51 

year-old were recruited [35]. Several features on the current pattern of HBV infection could 

generally be observed from the previous seroprevalence studies, including the CRPVH 2001 

(Box 45), namely

  (a) chronic HBV infection is in a general declining trend in community groups without 

   apparent risk of contracting HBV,

  (b) HBsAg prevalence is higher in older adults, and

  (c) chronic HBV infection is commoner in male than female.

Hepatitis B
Acute Hepatitis B Virus Infection
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32. Seroprevalence of HBsAg in different communities are monitored continuously and the 

various adult communities can be categorised into three groups according to the risk of 

contracting HBV:

  (a) without apparent risk: blood donors, pre-marital/ pre-pregnancy service users, 

   antenatal women, police officers, new health care workers (HCW)

  (b) with undetermined risk: clients seeking post-exposure management and 

   tuberculosis patients

  (c) with apparent risk: drug users, HIV/AIDS patients and female sex workers

33. A word of caution in the interpretation of data though, is that testing for HBV markers has 

been performed for a variety of reasons in different communities, with heterogeneous mix of 

population characteristics.

Seroprevalence of Adult Communities without Apparent Risks

34. The temporal decline of chronic HBV infection has been most obvious in new blood 

donors and police officers. For new blood donors, the HBsAg prevalence follows a continual 

falling trend since early 1990s, from 8.0% in 1991 to 0.9% in year 2021 (Box 27). The trend 

is even more obvious among the 16 - 19 years age group where the prevalence was as low 

as 0.33% in male and 0.31% in female in 2021 (Box 28, Box 29). A similar trend was 

observed among police officers where the HBsAg prevalence fell from 7.9% in 1997 to 1.8% 

in 2021 (Box 36), with a prevalence of 0.9% among those aged 30 or less (Box 35). A falling 

trend was generally observed in other community groups without apparent HBV risk (Box 26, 

Box 34).

35. The HBsAg prevalence in newly recruited health care workers as determined at 

pre-HBV vaccination screening also showed a generally decreasing trend (Box 37). The 

prevalence decreased from 4.6% in 2002 to 1.6% in 2021 among newly recruited male health 

care workers, while that for newly recruited female health care workers decreased from 5.2% 

to 3.0% over the same period.

36. The HBsAg prevalence in antenatal mothers has been decreasing from over 10% in the 

early 1990s to 2.7% in 2021 (Box 30). As compared with other groups without apparent risk, 

the overall HBsAg prevalence in antenatal mothers is higher and confounded by the place of 

birth. A study of 2 480 pregnant women attending the Maternal and Child Health Centre 

(MCHC) of DH in 1996 found an HBsAg prevalence at 13.1% in those born in mainland China 

as compared to 8.4% in local mothers [36]. Data from Virus Unit, DH also showed a higher 

prevalence of 12.5% and 13.8% in the subset of non-resident expectant mothers versus the 

overall positivity rate of 8.5% and 8.6% in 2004 and 2005 respectively. The prevalence of 

HBsAg among antenatal mothers also varied significantly by age (Box 31, Box 32). The 

HBsAg prevalence among antenatal mothers younger than 25 years has been dropping to a 

low level (less than 1%) in 2021, as compared with those aged 35 years or above (more than 

4%). The age-specific prevalence is in line with the findings in a retrospective cohort study, 

involving 10 808 young pregnant women aged 25 years or below born in Hong Kong and 

managed at a local hospital between 1998 and 2011 [37]. The HBsAg prevalence in the study 

ranged between 2.3% and 8.4%, with a significantly lower prevalence among those being 

born in and after 1984 (Odds ratio [OR]: 0.68, 95% CI: 0.58 - 0.80), when hepatitis B 

vaccination was given to neonates born to HBsAg-positive mothers.

37. The HBsAg prevalence of users of pre-marital check-up in The Family Planning 

Association of Hong Kong (FPAHK) decreased from 9.6% in 1991 to 6.5% in 2010. The 

prevalence has further dropped to 3.3% in 2021 among pre-marital or pre-pregnancy 

package service users (Box 33).

Seroprevalence of Adult Communities with Undetermined Risk

38. Of 827 tuberculosis patients attending Tuberculosis & Chest Clinics, DH between March 

and May in 2021, 64 (7.7%, Box 38) were detected HBsAg positive, with the highest 

prevalence rate in the middle age group (40 - 59 years old: 9.9%, Box 39) followed by the 

more elderly group (>= 60 years old: 8.1%, Box 39). The HBsAg positivity rate was usually 

higher in male clients than in female clients, but similar level of HBsAg prevalence was 

observed between males (7.6%) and females (7.9%) in 2021 (Box 38). Both the age (Box 39) 

and gender pattern (Box 38) were consistently observed over the last decade.

39. Among clients attending for post-exposure management in Therapeutic Prevention 

Clinic (TPC) at ITC of CHP, DH in 2021, HBsAg rate was low at 1.6% in both non-health care 

workers and health care workers (Box 40).
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29. The number of reported acute HBV infections has been decreasing over decades, from 

137 cases reported in 2000 to 17 cases reported in 2021 (Box 1).

30. In an epidemiologic study of acute HBV infection conducted by DH and Hong Kong Red 

Cross Blood Transfusion Service (HKRCBTS), 149 of 351 eligible subjects recruited from 

2000 to 2003 participated in risk factor assessment with or without blood screening. Repeat 

blood donors who tested positive for hepatitis B surface antigen (HBsAg) for the first time and 

were then confirmed IgM anti-HBc positive were reported as having acute HBV infection. 

There were 43 such clients, yielding a yearly incidence rate of HBV seroconversion in repeat 

donors between 3.5 and 9.4 per 100 000 population during the study period. Nearly 70% of 

the study subjects were male; 99% were Chinese and the mean age was 31 years. From 

standardised questionnaire interview by nurses, over half could not have risk factor of acute 

HBV infection determined, while sexual contact was assessed to be the commonest risk 

(85%) in the rest. Of 124 subjects who had hepatitis B screening at 6 months post-IgM 

anti-HBc positivity, 50% developed anti-HBs while 9.7% were positive for HBsAg. Although 

these results could suggest a higher rate of HBV chronicity than what was previously 

reported in the literature, they have to be interpreted with caution owing to the relative small 

number of samples, incompleteness of data and potential biases from the subjects sampling 

and other study design.

Seroprevalence of HBV Infection

31. The territory-wide seroprevalence study in 2015-16 gave a crude and age-and-sex-adjusted 

prevalence of HBsAg at 7.8% and 7.2% respectively in the general population [9]. A more 

recent household survey conducted between October 2018 and August 2019 also gauged a 

crude HBsAg prevalence of similar level at 8%, where 489 participants with mean age at 51 

year-old were recruited [35]. Several features on the current pattern of HBV infection could 

generally be observed from the previous seroprevalence studies, including the CRPVH 2001 

(Box 45), namely

  (a) chronic HBV infection is in a general declining trend in community groups without 

   apparent risk of contracting HBV,

  (b) HBsAg prevalence is higher in older adults, and

  (c) chronic HBV infection is commoner in male than female.

Hepatitis B
Acute Hepatitis B Virus Infection

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

32. Seroprevalence of HBsAg in different communities are monitored continuously and the 

various adult communities can be categorised into three groups according to the risk of 

contracting HBV:

  (a) without apparent risk: blood donors, pre-marital/ pre-pregnancy service users, 

   antenatal women, police officers, new health care workers (HCW)

  (b) with undetermined risk: clients seeking post-exposure management and 

   tuberculosis patients

  (c) with apparent risk: drug users, HIV/AIDS patients and female sex workers

33. A word of caution in the interpretation of data though, is that testing for HBV markers has 

been performed for a variety of reasons in different communities, with heterogeneous mix of 

population characteristics.

Seroprevalence of Adult Communities without Apparent Risks

34. The temporal decline of chronic HBV infection has been most obvious in new blood 

donors and police officers. For new blood donors, the HBsAg prevalence follows a continual 

falling trend since early 1990s, from 8.0% in 1991 to 0.9% in year 2021 (Box 27). The trend 

is even more obvious among the 16 - 19 years age group where the prevalence was as low 

as 0.33% in male and 0.31% in female in 2021 (Box 28, Box 29). A similar trend was 

observed among police officers where the HBsAg prevalence fell from 7.9% in 1997 to 1.8% 

in 2021 (Box 36), with a prevalence of 0.9% among those aged 30 or less (Box 35). A falling 

trend was generally observed in other community groups without apparent HBV risk (Box 26, 

Box 34).

35. The HBsAg prevalence in newly recruited health care workers as determined at 

pre-HBV vaccination screening also showed a generally decreasing trend (Box 37). The 

prevalence decreased from 4.6% in 2002 to 1.6% in 2021 among newly recruited male health 

care workers, while that for newly recruited female health care workers decreased from 5.2% 

to 3.0% over the same period.

36. The HBsAg prevalence in antenatal mothers has been decreasing from over 10% in the 

early 1990s to 2.7% in 2021 (Box 30). As compared with other groups without apparent risk, 

the overall HBsAg prevalence in antenatal mothers is higher and confounded by the place of 

birth. A study of 2 480 pregnant women attending the Maternal and Child Health Centre 

(MCHC) of DH in 1996 found an HBsAg prevalence at 13.1% in those born in mainland China 

as compared to 8.4% in local mothers [36]. Data from Virus Unit, DH also showed a higher 

prevalence of 12.5% and 13.8% in the subset of non-resident expectant mothers versus the 

overall positivity rate of 8.5% and 8.6% in 2004 and 2005 respectively. The prevalence of 

HBsAg among antenatal mothers also varied significantly by age (Box 31, Box 32). The 

HBsAg prevalence among antenatal mothers younger than 25 years has been dropping to a 

low level (less than 1%) in 2021, as compared with those aged 35 years or above (more than 

4%). The age-specific prevalence is in line with the findings in a retrospective cohort study, 

involving 10 808 young pregnant women aged 25 years or below born in Hong Kong and 

managed at a local hospital between 1998 and 2011 [37]. The HBsAg prevalence in the study 

ranged between 2.3% and 8.4%, with a significantly lower prevalence among those being 

born in and after 1984 (Odds ratio [OR]: 0.68, 95% CI: 0.58 - 0.80), when hepatitis B 

vaccination was given to neonates born to HBsAg-positive mothers.

37. The HBsAg prevalence of users of pre-marital check-up in The Family Planning 

Association of Hong Kong (FPAHK) decreased from 9.6% in 1991 to 6.5% in 2010. The 

prevalence has further dropped to 3.3% in 2021 among pre-marital or pre-pregnancy 

package service users (Box 33).

Seroprevalence of Adult Communities with Undetermined Risk

38. Of 827 tuberculosis patients attending Tuberculosis & Chest Clinics, DH between March 

and May in 2021, 64 (7.7%, Box 38) were detected HBsAg positive, with the highest 

prevalence rate in the middle age group (40 - 59 years old: 9.9%, Box 39) followed by the 

more elderly group (>= 60 years old: 8.1%, Box 39). The HBsAg positivity rate was usually 

higher in male clients than in female clients, but similar level of HBsAg prevalence was 

observed between males (7.6%) and females (7.9%) in 2021 (Box 38). Both the age (Box 39) 

and gender pattern (Box 38) were consistently observed over the last decade.

39. Among clients attending for post-exposure management in Therapeutic Prevention 

Clinic (TPC) at ITC of CHP, DH in 2021, HBsAg rate was low at 1.6% in both non-health care 

workers and health care workers (Box 40).
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32. Seroprevalence of HBsAg in different communities are monitored continuously and the 

various adult communities can be categorised into three groups according to the risk of 

contracting HBV:

  (a) without apparent risk: blood donors, pre-marital/ pre-pregnancy service users, 

   antenatal women, police officers, new health care workers (HCW)

  (b) with undetermined risk: clients seeking post-exposure management and 

   tuberculosis patients

  (c) with apparent risk: drug users, HIV/AIDS patients and female sex workers

33. A word of caution in the interpretation of data though, is that testing for HBV markers has 

been performed for a variety of reasons in different communities, with heterogeneous mix of 

population characteristics.

Seroprevalence of Adult Communities without Apparent Risks

34. The temporal decline of chronic HBV infection has been most obvious in new blood 

donors and police officers. For new blood donors, the HBsAg prevalence follows a continual 

falling trend since early 1990s, from 8.0% in 1991 to 0.9% in year 2021 (Box 27). The trend 

is even more obvious among the 16 - 19 years age group where the prevalence was as low 

as 0.33% in male and 0.31% in female in 2021 (Box 28, Box 29). A similar trend was 

observed among police officers where the HBsAg prevalence fell from 7.9% in 1997 to 1.8% 

in 2021 (Box 36), with a prevalence of 0.9% among those aged 30 or less (Box 35). A falling 

trend was generally observed in other community groups without apparent HBV risk (Box 26, 

Box 34).

35. The HBsAg prevalence in newly recruited health care workers as determined at 

pre-HBV vaccination screening also showed a generally decreasing trend (Box 37). The 

prevalence decreased from 4.6% in 2002 to 1.6% in 2021 among newly recruited male health 

care workers, while that for newly recruited female health care workers decreased from 5.2% 

to 3.0% over the same period.

36. The HBsAg prevalence in antenatal mothers has been decreasing from over 10% in the 

early 1990s to 2.7% in 2021 (Box 30). As compared with other groups without apparent risk, 

the overall HBsAg prevalence in antenatal mothers is higher and confounded by the place of 

birth. A study of 2 480 pregnant women attending the Maternal and Child Health Centre 

(MCHC) of DH in 1996 found an HBsAg prevalence at 13.1% in those born in mainland China 

as compared to 8.4% in local mothers [36]. Data from Virus Unit, DH also showed a higher 

prevalence of 12.5% and 13.8% in the subset of non-resident expectant mothers versus the 

overall positivity rate of 8.5% and 8.6% in 2004 and 2005 respectively. The prevalence of 

HBsAg among antenatal mothers also varied significantly by age (Box 31, Box 32). The 

HBsAg prevalence among antenatal mothers younger than 25 years has been dropping to a 

low level (less than 1%) in 2021, as compared with those aged 35 years or above (more than 

4%). The age-specific prevalence is in line with the findings in a retrospective cohort study, 

involving 10 808 young pregnant women aged 25 years or below born in Hong Kong and 

managed at a local hospital between 1998 and 2011 [37]. The HBsAg prevalence in the study 

ranged between 2.3% and 8.4%, with a significantly lower prevalence among those being 

born in and after 1984 (Odds ratio [OR]: 0.68, 95% CI: 0.58 - 0.80), when hepatitis B 

vaccination was given to neonates born to HBsAg-positive mothers.

37. The HBsAg prevalence of users of pre-marital check-up in The Family Planning 

Association of Hong Kong (FPAHK) decreased from 9.6% in 1991 to 6.5% in 2010. The 

prevalence has further dropped to 3.3% in 2021 among pre-marital or pre-pregnancy 

package service users (Box 33).

Seroprevalence of Adult Communities with Undetermined Risk

38. Of 827 tuberculosis patients attending Tuberculosis & Chest Clinics, DH between March 

and May in 2021, 64 (7.7%, Box 38) were detected HBsAg positive, with the highest 

prevalence rate in the middle age group (40 - 59 years old: 9.9%, Box 39) followed by the 

more elderly group (>= 60 years old: 8.1%, Box 39). The HBsAg positivity rate was usually 

higher in male clients than in female clients, but similar level of HBsAg prevalence was 

observed between males (7.6%) and females (7.9%) in 2021 (Box 38). Both the age (Box 39) 

and gender pattern (Box 38) were consistently observed over the last decade.

39. Among clients attending for post-exposure management in Therapeutic Prevention 

Clinic (TPC) at ITC of CHP, DH in 2021, HBsAg rate was low at 1.6% in both non-health care 

workers and health care workers (Box 40).

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

Seroprevalence of Adult Communities with Apparent Risk

40. The HBsAg prevalence in HIV/AIDS patients under care of DH was in the range of 5.3% 

to 10.7% in the past decade (Box 42). The HBsAg prevalence was highest among those 

patients who were drug users (15.2%), while the lowest HBsAg prevalence was observed in 

heterosexual female patients (5.5%) (Box 43). Due to underlying immunosuppression and 

shared routes of transmission, HIV/AIDS patients are more likely to be chronically infected 

with HBV [38].

41. The HBsAg prevalence in female sex workers attending the clinic of Action for REACH 

OUT tested between 2007 and 2011 ranged from 5.0% to 10.4% (Box 41), similar to that 

measured in 1995 - 1998 at 6.8%.

42. The data regarding prevalence of HBsAg in drug users was difficult to interpret because 

of the small number of subjects since 2006 (Box 44). Before 2006, the annual prevalence of 

HBsAg in drug users was exceeding 10%, except for the year 1996 and 1997.

43. Overall, the difference in HBsAg prevalence between groups with or without apparent risk 

of contracting HBV has not been prominent in the past few years.

Seroprevalence of Children

44. In 2009, an HBsAg seroprevalence study was conducted among 1 913 children aged 12 

to 15 years who were born after the implementation of universal neonatal hepatitis B 

vaccination programme [39]. The seroprevalence of HBsAg was 0.78% (95% CI: 0.39 - 

1.16%, Box 46). This result showed that Hong Kong had already achieved a time-bound goal 

set by the Western Pacific Regional Office (WPRO) of the WHO, which referred to reducing 

chronic HBV infection rate to less than 2% among children at least 5 years of age by the year 

of 2012. In July 2011, Hong Kong was verified by WPRO as having successfully achieved the 

goal of HBV control. Based on the same study, Hong Kong was also verified as of June 2013 

as having met the goal of achieving a seroprevalence of less than 1%.
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32. Seroprevalence of HBsAg in different communities are monitored continuously and the 

various adult communities can be categorised into three groups according to the risk of 

contracting HBV:

  (a) without apparent risk: blood donors, pre-marital/ pre-pregnancy service users, 

   antenatal women, police officers, new health care workers (HCW)

  (b) with undetermined risk: clients seeking post-exposure management and 

   tuberculosis patients

  (c) with apparent risk: drug users, HIV/AIDS patients and female sex workers

33. A word of caution in the interpretation of data though, is that testing for HBV markers has 

been performed for a variety of reasons in different communities, with heterogeneous mix of 

population characteristics.

Seroprevalence of Adult Communities without Apparent Risks

34. The temporal decline of chronic HBV infection has been most obvious in new blood 

donors and police officers. For new blood donors, the HBsAg prevalence follows a continual 

falling trend since early 1990s, from 8.0% in 1991 to 0.9% in year 2021 (Box 27). The trend 

is even more obvious among the 16 - 19 years age group where the prevalence was as low 

as 0.33% in male and 0.31% in female in 2021 (Box 28, Box 29). A similar trend was 

observed among police officers where the HBsAg prevalence fell from 7.9% in 1997 to 1.8% 

in 2021 (Box 36), with a prevalence of 0.9% among those aged 30 or less (Box 35). A falling 

trend was generally observed in other community groups without apparent HBV risk (Box 26, 

Box 34).

35. The HBsAg prevalence in newly recruited health care workers as determined at 

pre-HBV vaccination screening also showed a generally decreasing trend (Box 37). The 

prevalence decreased from 4.6% in 2002 to 1.6% in 2021 among newly recruited male health 

care workers, while that for newly recruited female health care workers decreased from 5.2% 

to 3.0% over the same period.

36. The HBsAg prevalence in antenatal mothers has been decreasing from over 10% in the 

early 1990s to 2.7% in 2021 (Box 30). As compared with other groups without apparent risk, 

the overall HBsAg prevalence in antenatal mothers is higher and confounded by the place of 

birth. A study of 2 480 pregnant women attending the Maternal and Child Health Centre 

(MCHC) of DH in 1996 found an HBsAg prevalence at 13.1% in those born in mainland China 

as compared to 8.4% in local mothers [36]. Data from Virus Unit, DH also showed a higher 

prevalence of 12.5% and 13.8% in the subset of non-resident expectant mothers versus the 

overall positivity rate of 8.5% and 8.6% in 2004 and 2005 respectively. The prevalence of 

HBsAg among antenatal mothers also varied significantly by age (Box 31, Box 32). The 

HBsAg prevalence among antenatal mothers younger than 25 years has been dropping to a 

low level (less than 1%) in 2021, as compared with those aged 35 years or above (more than 

4%). The age-specific prevalence is in line with the findings in a retrospective cohort study, 

involving 10 808 young pregnant women aged 25 years or below born in Hong Kong and 

managed at a local hospital between 1998 and 2011 [37]. The HBsAg prevalence in the study 

ranged between 2.3% and 8.4%, with a significantly lower prevalence among those being 

born in and after 1984 (Odds ratio [OR]: 0.68, 95% CI: 0.58 - 0.80), when hepatitis B 

vaccination was given to neonates born to HBsAg-positive mothers.

37. The HBsAg prevalence of users of pre-marital check-up in The Family Planning 

Association of Hong Kong (FPAHK) decreased from 9.6% in 1991 to 6.5% in 2010. The 

prevalence has further dropped to 3.3% in 2021 among pre-marital or pre-pregnancy 

package service users (Box 33).

Seroprevalence of Adult Communities with Undetermined Risk

38. Of 827 tuberculosis patients attending Tuberculosis & Chest Clinics, DH between March 

and May in 2021, 64 (7.7%, Box 38) were detected HBsAg positive, with the highest 

prevalence rate in the middle age group (40 - 59 years old: 9.9%, Box 39) followed by the 

more elderly group (>= 60 years old: 8.1%, Box 39). The HBsAg positivity rate was usually 

higher in male clients than in female clients, but similar level of HBsAg prevalence was 

observed between males (7.6%) and females (7.9%) in 2021 (Box 38). Both the age (Box 39) 

and gender pattern (Box 38) were consistently observed over the last decade.

39. Among clients attending for post-exposure management in Therapeutic Prevention 

Clinic (TPC) at ITC of CHP, DH in 2021, HBsAg rate was low at 1.6% in both non-health care 

workers and health care workers (Box 40).

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

Seroprevalence of Adult Communities with Apparent Risk

40. The HBsAg prevalence in HIV/AIDS patients under care of DH was in the range of 5.3% 

to 10.7% in the past decade (Box 42). The HBsAg prevalence was highest among those 

patients who were drug users (15.2%), while the lowest HBsAg prevalence was observed in 

heterosexual female patients (5.5%) (Box 43). Due to underlying immunosuppression and 

shared routes of transmission, HIV/AIDS patients are more likely to be chronically infected 

with HBV [38].

41. The HBsAg prevalence in female sex workers attending the clinic of Action for REACH 

OUT tested between 2007 and 2011 ranged from 5.0% to 10.4% (Box 41), similar to that 

measured in 1995 - 1998 at 6.8%.

42. The data regarding prevalence of HBsAg in drug users was difficult to interpret because 

of the small number of subjects since 2006 (Box 44). Before 2006, the annual prevalence of 

HBsAg in drug users was exceeding 10%, except for the year 1996 and 1997.

43. Overall, the difference in HBsAg prevalence between groups with or without apparent risk 

of contracting HBV has not been prominent in the past few years.

Seroprevalence of Children

44. In 2009, an HBsAg seroprevalence study was conducted among 1 913 children aged 12 

to 15 years who were born after the implementation of universal neonatal hepatitis B 

vaccination programme [39]. The seroprevalence of HBsAg was 0.78% (95% CI: 0.39 - 

1.16%, Box 46). This result showed that Hong Kong had already achieved a time-bound goal 

set by the Western Pacific Regional Office (WPRO) of the WHO, which referred to reducing 

chronic HBV infection rate to less than 2% among children at least 5 years of age by the year 

of 2012. In July 2011, Hong Kong was verified by WPRO as having successfully achieved the 

goal of HBV control. Based on the same study, Hong Kong was also verified as of June 2013 

as having met the goal of achieving a seroprevalence of less than 1%.
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Genotypes of HBV and Their Disease Course

45. Different HBV genotypes have been identified with distinct geographic distribution and 

association with different clinical outcomes. Local studies indicated that genotype C was the 

commonest genotype and genotype B was the second. A study of 776 chronic hepatitis B 

patients seen at the University of Hong Kong Liver Clinic from 1999 to mid-2003 found that 

genotype C was the commonest (486, 62.6%), followed by genotype B (252, 32.5%), with a 

majority of genotype B belonging to subgroup Ba [40]. Another study of 426 chronic hepatitis 

B patients recruited consecutively from 1997 to mid-2000 at the Hepatitis Clinic of Prince of 

Wales Hospital (PWH) found a prevalence of 57% (242) and 42% (179) of genotypes C and B 

respectively [41].

46. A study of 49 HBV genotype C isolates from Chinese patients under the care of the PWH 

Hepatitis Clinic identified 2 distinct groups with different epidemiological distribution and 

virologic characteristics – 80% being genotype “Cs” (found mostly in Southeast Asia) and 

20% “Ce” (predominated in Far East) [42]. In addition, subgenotype Cs appears to be more 

common in Hong Kong than other parts of China. In another analysis of a cohort of patients 

with HBeAg-negative chronic liver disease from three different parts of China (Beijing, 

Shanghai and Hong Kong), 69% of genotype C patients in Hong Kong belonged to 

subgenotype Cs whereas 97% of genotype C HBV in Shanghai and Beijing belonged to 

subgenotype Ce (P< 0.0001) [43].

47. Regarding the disease course of HBV infection, local studies suggested that patients 

infected with genotype C had a higher risk of cirrhosis and hepatocellular carcinoma (HCC) 

development [41, 44], as well as more severe histological fibrosis [45]. A recent 

meta-analysis concluded that HBV genotype C was associated with a higher risk of HCC than 

other major HBV genotypes [46]. Among HBV genotype C, subgenotype Cs appears to carry 

a worse prognosis than subgenotype Ce [43]. In a local study conducted by the Chinese 

University of Hong Kong, patients infected by subgenotype Cs had the lowest serum albumin 

and highest alanine aminotransferase levels compared with subgenotypes Ce and Ba. 

Moreover, patients infected by subgenotype Cs had more severe histological 

necroinflammation than subgenotype Ce [43]. However, the meta-analysis did not find 

significant difference in the risk of HCC between HBV-infected patients with subgenotype Ce 

and Cs [46].

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

48. Nevertheless, in a local study of 119 end-stage HBV-related liver disease patients 

requiring liver transplantation between September 1996 and August 2003, those with 

genotype B had significantly more pre-transplant acute flare and worse liver function while 

genotype C patients had a greater risk and severity of recurrence due to lamivudine-resistant 

mutants [47].

49. In a case-control study, it was concluded that HCC patients had a significantly higher 

prevalence of core promoter mutations and genotype C but the association with HCC was 

mediated via the former [48]. A study of 5 080 chronic HBV patients focusing on familial HCC 

found 22 such families, giving a prevalence of 4.3 families/1000 HBV carriers [49]. Age of 

onset of HCC was significantly younger in familial HCC than sporadic cases, and it 

progressively decreased down the generations, suggesting an anticipation phenomenon.

Co-infection with Hepatitis D Virus

50. Hepatitis D virus (HDV) is a defective RNA virus that can infect only individuals who 

have HBV. In Hong Kong, HDV superinfection has been rare among non-drug abusers. In a 

study in early 1990s, only one patient was found to be anti-HDV-positive after testing sera 

collected from 664 patients with chronic hepatitis B and 31 patients with acute hepatitis B 

between January 1988 and December 1990 [50]. In the territory-wide seroprevalence study in 

2015-16, no cases of HDV infection were detected among 10 256 participants, when 803 of 

the participants were HBsAg-positive and almost all had no history of illicit intravenous drug 

use [9].

51. After the first ever hepatitis D case reported to the CHP (Box 1) in November 2020, there 

was another reported hepatitis D case in August 2021. While the first case was a male 

injecting drug user aged 65 and above, the second case was a man in his forties, without 

history of needle sharing during the incubation period. Both cases were discharged after 

hospitalisation for three days and two weeks respectively. As reported in the aforementioned 

study in the 1990s, anti-HDV could be more commonly detected in people who inject drug 

(PWID), who had HBV-related chronic liver disease (13/14; 93%) [50].
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Genotypes of HBV and Their Disease Course

45. Different HBV genotypes have been identified with distinct geographic distribution and 

association with different clinical outcomes. Local studies indicated that genotype C was the 

commonest genotype and genotype B was the second. A study of 776 chronic hepatitis B 

patients seen at the University of Hong Kong Liver Clinic from 1999 to mid-2003 found that 

genotype C was the commonest (486, 62.6%), followed by genotype B (252, 32.5%), with a 

majority of genotype B belonging to subgroup Ba [40]. Another study of 426 chronic hepatitis 

B patients recruited consecutively from 1997 to mid-2000 at the Hepatitis Clinic of Prince of 

Wales Hospital (PWH) found a prevalence of 57% (242) and 42% (179) of genotypes C and B 

respectively [41].

46. A study of 49 HBV genotype C isolates from Chinese patients under the care of the PWH 

Hepatitis Clinic identified 2 distinct groups with different epidemiological distribution and 

virologic characteristics – 80% being genotype “Cs” (found mostly in Southeast Asia) and 

20% “Ce” (predominated in Far East) [42]. In addition, subgenotype Cs appears to be more 

common in Hong Kong than other parts of China. In another analysis of a cohort of patients 

with HBeAg-negative chronic liver disease from three different parts of China (Beijing, 

Shanghai and Hong Kong), 69% of genotype C patients in Hong Kong belonged to 

subgenotype Cs whereas 97% of genotype C HBV in Shanghai and Beijing belonged to 

subgenotype Ce (P< 0.0001) [43].

47. Regarding the disease course of HBV infection, local studies suggested that patients 

infected with genotype C had a higher risk of cirrhosis and hepatocellular carcinoma (HCC) 

development [41, 44], as well as more severe histological fibrosis [45]. A recent 

meta-analysis concluded that HBV genotype C was associated with a higher risk of HCC than 

other major HBV genotypes [46]. Among HBV genotype C, subgenotype Cs appears to carry 

a worse prognosis than subgenotype Ce [43]. In a local study conducted by the Chinese 

University of Hong Kong, patients infected by subgenotype Cs had the lowest serum albumin 

and highest alanine aminotransferase levels compared with subgenotypes Ce and Ba. 

Moreover, patients infected by subgenotype Cs had more severe histological 

necroinflammation than subgenotype Ce [43]. However, the meta-analysis did not find 

significant difference in the risk of HCC between HBV-infected patients with subgenotype Ce 

and Cs [46].
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48. Nevertheless, in a local study of 119 end-stage HBV-related liver disease patients 

requiring liver transplantation between September 1996 and August 2003, those with 

genotype B had significantly more pre-transplant acute flare and worse liver function while 

genotype C patients had a greater risk and severity of recurrence due to lamivudine-resistant 

mutants [47].

49. In a case-control study, it was concluded that HCC patients had a significantly higher 

prevalence of core promoter mutations and genotype C but the association with HCC was 

mediated via the former [48]. A study of 5 080 chronic HBV patients focusing on familial HCC 

found 22 such families, giving a prevalence of 4.3 families/1000 HBV carriers [49]. Age of 

onset of HCC was significantly younger in familial HCC than sporadic cases, and it 

progressively decreased down the generations, suggesting an anticipation phenomenon.

Co-infection with Hepatitis D Virus

50. Hepatitis D virus (HDV) is a defective RNA virus that can infect only individuals who 

have HBV. In Hong Kong, HDV superinfection has been rare among non-drug abusers. In a 

study in early 1990s, only one patient was found to be anti-HDV-positive after testing sera 

collected from 664 patients with chronic hepatitis B and 31 patients with acute hepatitis B 

between January 1988 and December 1990 [50]. In the territory-wide seroprevalence study in 

2015-16, no cases of HDV infection were detected among 10 256 participants, when 803 of 

the participants were HBsAg-positive and almost all had no history of illicit intravenous drug 

use [9].

51. After the first ever hepatitis D case reported to the CHP (Box 1) in November 2020, there 

was another reported hepatitis D case in August 2021. While the first case was a male 

injecting drug user aged 65 and above, the second case was a man in his forties, without 

history of needle sharing during the incubation period. Both cases were discharged after 

hospitalisation for three days and two weeks respectively. As reported in the aforementioned 

study in the 1990s, anti-HDV could be more commonly detected in people who inject drug 

(PWID), who had HBV-related chronic liver disease (13/14; 93%) [50].
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Hepatitis B Vaccination

52. The universal vaccination programme for newborns, increased vaccination coverage in 

adults, practice of universal precaution in health care settings, screening of blood donors and 

promotion of safer sex all contributed to the reduced HBV incidence in Hong Kong [51].

53. A local cohort study of 1 112 neonates born to HBsAg-positive mothers who received 

hepatitis B vaccine and hepatitis B immunoglobulin at different schedules demonstrated the 

long-term protective efficacy of immunisation [52, 53]. Upon completion of the vaccination 

schedules, 92.6% developed antibody against surface antigen (anti-HBs) seroconversion. 

Thirty-nine (3.5%) babies were tested positive for HBsAg and had become chronic carriers, 

35 of which (89.7%) occurred before one year of age. The anti-HBs seroconversion rate 

dropped to 33.3% (203/610) at the 16th year of follow-up [52] and maintained at 37.4% 

(92/246) at the 30th year of follow-up [53]. Although 97 subjects developed anti-HBc 

seroconversion over the 30-year period, there was no new development of HBsAg positivity 

detected after the second year of follow-up. These findings demonstrated the long-term 

protective efficacy of neonatal hepatitis B immunisation among high-risk individuals up to at 

least 30 years.

54. In another local study comparing three different HBV vaccine regimens without boosters 

given to 318 HBV negative children recruited at age 3 months to 11 years and followed up 

annually, no subjects tested positive for HBsAg up to 22 years of follow-up (55 subjects). 

Seventy-two subjects were noted to have at least one episode of anamnestic responses with 

significant increase in anti-HBs titres. Three subjects had benign breakthrough HBV infection 

with isolated anti-HBc seroconversion [54].

55. Universal neonatal hepatitis B vaccination programme has been in place in Hong Kong 

since 1988. The coverage for the birth dose of hepatitis B vaccine among infants born locally 

was consistently above 99% in the past decade (Box 47).

56. DH has been conducting immunisation coverage surveys (ICS) every two or three years 

starting from 2001 to determine the coverage of all vaccines under the Hong Kong Childhood 

Immunisation Programme. The surveys included children aged 2 to 5 years and attending 

pre-primary institutions including kindergartens and childcare centres. Results from ICS 

conducted in 2001, 2003, 2006, 2009, 2012, 2015 and 2018 confirmed high coverage of 

hepatitis B vaccination [55, 56, 57, 58, 59, 60, 61]. From the provisional data obtained in the 

latest round of ICS conducted in 2021, the coverages of the first, second and third dose of 

hepatitis B vaccination were all exceeding 99% (Box 48).

57. Apart from universal neonatal hepatitis B vaccination programme, supplementary 

Primary 6 vaccination programme was introduced in 1998 to provide mop-up for primary 

school students who have not completed the primary series of immunisation. The coverage 

for three doses of hepatitis B vaccine had been consistently above 99% in the past decade 

but showed a slight decline since 2015/16 to about 98% for the third dose. Of note, this 

coincided with a change of survey methodology in 2015 and an underestimation of the actual 

coverage was possible (Box 49). With a high coverage of the neonatal hepatitis B vaccination 

programme, the number of Primary 6 students eligible for mop-up hepatitis B vaccination 

continued to decrease in the past decade, and they were mainly children born outside Hong 

Kong and cross-border students. In the school year 2019/2020 and 2020/2021, the number of 

students who did not receive the mop-up hepatitis B vaccination was higher, as compared with 

the previous years. The uptake rates of mop-up hepatitis B vaccination were significantly 

lower than those rates in previous years. It is postulated that some requiring mop-up did not 

return to Hong Kong in view of the border control measures amid Coronavirus disease 2019 

(COVID-19) pandemic.

58. In the CRPVH 2001 study, about 16% of the telephone-interviewed subjects reported a 

history of hepatitis B vaccination, with a higher frequency in persons below 50 years of age. 

Some 83% of them reported having completed the vaccination course. Over 99% had the cost 

paid by them or borne by their employers. In another local survey by face-to-face 

questionnaire interview on over 1 900 adult Chinese, 58% (n=1 151) of the subjects had been 

tested for HBV during adulthood. Among those tested negative for HBV infection, 58% 

(n=506) of them reported subsequent hepatitis B vaccination [63]. Age, occupation, having 

children and family monthly income were independent factors associated with vaccination in 

the study. In the territory-wide survey in 2015-16, a quarter of participants reported having 

received hepatitis B vaccination, which significantly reduced the chance of positive HBsAg by 

85% (OR: 0.15, 95% CI: 0.11 - 0.21) [9].
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Immunisation Programme. The surveys included children aged 2 to 5 years and attending 

pre-primary institutions including kindergartens and childcare centres. Results from ICS 

conducted in 2001, 2003, 2006, 2009, 2012, 2015 and 2018 confirmed high coverage of 

hepatitis B vaccination [55, 56, 57, 58, 59, 60, 61]. From the provisional data obtained in the 

latest round of ICS conducted in 2021, the coverages of the first, second and third dose of 

hepatitis B vaccination were all exceeding 99% (Box 48).

57. Apart from universal neonatal hepatitis B vaccination programme, supplementary 

Primary 6 vaccination programme was introduced in 1998 to provide mop-up for primary 

school students who have not completed the primary series of immunisation. The coverage 

for three doses of hepatitis B vaccine had been consistently above 99% in the past decade 

but showed a slight decline since 2015/16 to about 98% for the third dose. Of note, this 

coincided with a change of survey methodology in 2015 and an underestimation of the actual 

coverage was possible (Box 49). With a high coverage of the neonatal hepatitis B vaccination 

programme, the number of Primary 6 students eligible for mop-up hepatitis B vaccination 

continued to decrease in the past decade, and they were mainly children born outside Hong 

Kong and cross-border students. In the school year 2019/2020 and 2020/2021, the number of 

students who did not receive the mop-up hepatitis B vaccination was higher, as compared with 

the previous years. The uptake rates of mop-up hepatitis B vaccination were significantly 

lower than those rates in previous years. It is postulated that some requiring mop-up did not 

return to Hong Kong in view of the border control measures amid Coronavirus disease 2019 

(COVID-19) pandemic.

58. In the CRPVH 2001 study, about 16% of the telephone-interviewed subjects reported a 

history of hepatitis B vaccination, with a higher frequency in persons below 50 years of age. 

Some 83% of them reported having completed the vaccination course. Over 99% had the cost 

paid by them or borne by their employers. In another local survey by face-to-face 

questionnaire interview on over 1 900 adult Chinese, 58% (n=1 151) of the subjects had been 

tested for HBV during adulthood. Among those tested negative for HBV infection, 58% 

(n=506) of them reported subsequent hepatitis B vaccination [63]. Age, occupation, having 

children and family monthly income were independent factors associated with vaccination in 

the study. In the territory-wide survey in 2015-16, a quarter of participants reported having 

received hepatitis B vaccination, which significantly reduced the chance of positive HBsAg by 

85% (OR: 0.15, 95% CI: 0.11 - 0.21) [9].
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52. The universal vaccination programme for newborns, increased vaccination coverage in 

adults, practice of universal precaution in health care settings, screening of blood donors and 

promotion of safer sex all contributed to the reduced HBV incidence in Hong Kong [51].

53. A local cohort study of 1 112 neonates born to HBsAg-positive mothers who received 

hepatitis B vaccine and hepatitis B immunoglobulin at different schedules demonstrated the 

long-term protective efficacy of immunisation [52, 53]. Upon completion of the vaccination 

schedules, 92.6% developed antibody against surface antigen (anti-HBs) seroconversion. 

Thirty-nine (3.5%) babies were tested positive for HBsAg and had become chronic carriers, 

35 of which (89.7%) occurred before one year of age. The anti-HBs seroconversion rate 

dropped to 33.3% (203/610) at the 16th year of follow-up [52] and maintained at 37.4% 

(92/246) at the 30th year of follow-up [53]. Although 97 subjects developed anti-HBc 

seroconversion over the 30-year period, there was no new development of HBsAg positivity 

detected after the second year of follow-up. These findings demonstrated the long-term 

protective efficacy of neonatal hepatitis B immunisation among high-risk individuals up to at 

least 30 years.

54. In another local study comparing three different HBV vaccine regimens without boosters 

given to 318 HBV negative children recruited at age 3 months to 11 years and followed up 

annually, no subjects tested positive for HBsAg up to 22 years of follow-up (55 subjects). 

Seventy-two subjects were noted to have at least one episode of anamnestic responses with 

significant increase in anti-HBs titres. Three subjects had benign breakthrough HBV infection 

with isolated anti-HBc seroconversion [54].

55. Universal neonatal hepatitis B vaccination programme has been in place in Hong Kong 

since 1988. The coverage for the birth dose of hepatitis B vaccine among infants born locally 

was consistently above 99% in the past decade (Box 47).

56. DH has been conducting immunisation coverage surveys (ICS) every two or three years 

starting from 2001 to determine the coverage of all vaccines under the Hong Kong Childhood 

Immunisation Programme. The surveys included children aged 2 to 5 years and attending 

pre-primary institutions including kindergartens and childcare centres. Results from ICS 

conducted in 2001, 2003, 2006, 2009, 2012, 2015 and 2018 confirmed high coverage of 

hepatitis B vaccination [55, 56, 57, 58, 59, 60, 61]. From the provisional data obtained in the 

latest round of ICS conducted in 2021, the coverages of the first, second and third dose of 

hepatitis B vaccination were all exceeding 99% (Box 48).

57. Apart from universal neonatal hepatitis B vaccination programme, supplementary 

Primary 6 vaccination programme was introduced in 1998 to provide mop-up for primary 

school students who have not completed the primary series of immunisation. The coverage 

for three doses of hepatitis B vaccine had been consistently above 99% in the past decade 

but showed a slight decline since 2015/16 to about 98% for the third dose. Of note, this 

coincided with a change of survey methodology in 2015 and an underestimation of the actual 

coverage was possible (Box 49). With a high coverage of the neonatal hepatitis B vaccination 

programme, the number of Primary 6 students eligible for mop-up hepatitis B vaccination 

continued to decrease in the past decade, and they were mainly children born outside Hong 

Kong and cross-border students. In the school year 2019/2020 and 2020/2021, the number of 

students who did not receive the mop-up hepatitis B vaccination was higher, as compared with 

the previous years. The uptake rates of mop-up hepatitis B vaccination were significantly 

lower than those rates in previous years. It is postulated that some requiring mop-up did not 

return to Hong Kong in view of the border control measures amid Coronavirus disease 2019 

(COVID-19) pandemic.

58. In the CRPVH 2001 study, about 16% of the telephone-interviewed subjects reported a 

history of hepatitis B vaccination, with a higher frequency in persons below 50 years of age. 

Some 83% of them reported having completed the vaccination course. Over 99% had the cost 

paid by them or borne by their employers. In another local survey by face-to-face 

questionnaire interview on over 1 900 adult Chinese, 58% (n=1 151) of the subjects had been 

tested for HBV during adulthood. Among those tested negative for HBV infection, 58% 

(n=506) of them reported subsequent hepatitis B vaccination [63]. Age, occupation, having 

children and family monthly income were independent factors associated with vaccination in 

the study. In the territory-wide survey in 2015-16, a quarter of participants reported having 

received hepatitis B vaccination, which significantly reduced the chance of positive HBsAg by 

85% (OR: 0.15, 95% CI: 0.11 - 0.21) [9].
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hepatitis B vaccine and hepatitis B immunoglobulin at different schedules demonstrated the 

long-term protective efficacy of immunisation [52, 53]. Upon completion of the vaccination 

schedules, 92.6% developed antibody against surface antigen (anti-HBs) seroconversion. 

Thirty-nine (3.5%) babies were tested positive for HBsAg and had become chronic carriers, 

35 of which (89.7%) occurred before one year of age. The anti-HBs seroconversion rate 

dropped to 33.3% (203/610) at the 16th year of follow-up [52] and maintained at 37.4% 

(92/246) at the 30th year of follow-up [53]. Although 97 subjects developed anti-HBc 

seroconversion over the 30-year period, there was no new development of HBsAg positivity 

detected after the second year of follow-up. These findings demonstrated the long-term 

protective efficacy of neonatal hepatitis B immunisation among high-risk individuals up to at 

least 30 years.

54. In another local study comparing three different HBV vaccine regimens without boosters 

given to 318 HBV negative children recruited at age 3 months to 11 years and followed up 

annually, no subjects tested positive for HBsAg up to 22 years of follow-up (55 subjects). 

Seventy-two subjects were noted to have at least one episode of anamnestic responses with 

significant increase in anti-HBs titres. Three subjects had benign breakthrough HBV infection 

with isolated anti-HBc seroconversion [54].

55. Universal neonatal hepatitis B vaccination programme has been in place in Hong Kong 

since 1988. The coverage for the birth dose of hepatitis B vaccine among infants born locally 

was consistently above 99% in the past decade (Box 47).

56. DH has been conducting immunisation coverage surveys (ICS) every two or three years 

starting from 2001 to determine the coverage of all vaccines under the Hong Kong Childhood 

Immunisation Programme. The surveys included children aged 2 to 5 years and attending 

pre-primary institutions including kindergartens and childcare centres. Results from ICS 

conducted in 2001, 2003, 2006, 2009, 2012, 2015 and 2018 confirmed high coverage of 

hepatitis B vaccination [55, 56, 57, 58, 59, 60, 61]. From the provisional data obtained in the 

latest round of ICS conducted in 2021, the coverages of the first, second and third dose of 

hepatitis B vaccination were all exceeding 99% (Box 48).

57. Apart from universal neonatal hepatitis B vaccination programme, supplementary 

Primary 6 vaccination programme was introduced in 1998 to provide mop-up for primary 

school students who have not completed the primary series of immunisation. The coverage 

for three doses of hepatitis B vaccine had been consistently above 99% in the past decade 

but showed a slight decline since 2015/16 to about 98% for the third dose. Of note, this 

coincided with a change of survey methodology in 2015 and an underestimation of the actual 

coverage was possible (Box 49). With a high coverage of the neonatal hepatitis B vaccination 

programme, the number of Primary 6 students eligible for mop-up hepatitis B vaccination 

continued to decrease in the past decade, and they were mainly children born outside Hong 

Kong and cross-border students. In the school year 2019/2020 and 2020/2021, the number of 

students who did not receive the mop-up hepatitis B vaccination was higher, as compared with 

the previous years. The uptake rates of mop-up hepatitis B vaccination were significantly 

lower than those rates in previous years. It is postulated that some requiring mop-up did not 

return to Hong Kong in view of the border control measures amid Coronavirus disease 2019 

(COVID-19) pandemic.

58. In the CRPVH 2001 study, about 16% of the telephone-interviewed subjects reported a 

history of hepatitis B vaccination, with a higher frequency in persons below 50 years of age. 

Some 83% of them reported having completed the vaccination course. Over 99% had the cost 

paid by them or borne by their employers. In another local survey by face-to-face 

questionnaire interview on over 1 900 adult Chinese, 58% (n=1 151) of the subjects had been 

tested for HBV during adulthood. Among those tested negative for HBV infection, 58% 

(n=506) of them reported subsequent hepatitis B vaccination [63]. Age, occupation, having 

children and family monthly income were independent factors associated with vaccination in 

the study. In the territory-wide survey in 2015-16, a quarter of participants reported having 

received hepatitis B vaccination, which significantly reduced the chance of positive HBsAg by 

85% (OR: 0.15, 95% CI: 0.11 - 0.21) [9].
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59. From 2002 to 2021, a total of 236 cases of acute hepatitis C virus (HCV) infection were 

reported to DH under the statutory notification system (Box 1). Of these, 23 (9.7%) were 

reported in 2020. An increasing trend in the number of reported cases was observed over the 

years, with a record high of 39 cases in 2016 (Box 12). A review conducted by the Centre for 

Health Protection [64] showed that among the 22 laboratory confirmed acute hepatitis C 

cases reported to DH from January 2008 to October 2011, there were 17 males and 5 

females, most (86%) acquired the infection locally. The median age was 47.5 years. 

Majority (86%) was ethnic Chinese. Five (23%) of them reported history of injecting drug use 

while no particular risk factor was identified for the remaining cases.

60. Of the 39 cases in 2016, 31 were male (79%), with age ranged from 23 to 94 years 

(median: 42 years). Thirteen (33%) required hospitalisation and no fatalities were recorded. 

With regard to the potential risk exposures, one case reported having tattoo procedure, and 

two cases were identified as injecting drug users. Two cases reported having sex partners 

who were HCV carriers. Among the 31 male cases reported, 23 (74%) were known MSM. 

There was also one case, who had history of repeated hospital admissions and had received 

multiple transfusions of blood product during the incubation period. Epidemiological 

investigation and contact tracing did not identify other acute hepatitis C cases and the source 

of infection in this case could not be determined. For the rest of the cases, no epidemiological 

linkage was identified and all cases were regarded as sporadic. There have been overseas 

reports of rising incidence of sexual transmission of HCV among MSM [65]. Further study and 

monitoring is required of the possibility that this is also the case for Hong Kong.

61. Although HCV shares similar transmission routes with hepatitis B, the epidemiology of 

two infections are different in Hong Kong. While HBV is prevalent in the general population in 

Hong Kong, HCV prevails only in specific populations.

Prevalence of HCV in Populations without Apparent Risk

62.  Findings of the seroprevalence studies of the entire spectrum of adult age groups further 

supported the low prevalence of HCV infection among general population in Hong Kong; given 

the overall positivity rate for anti-HCV at 0.5% in 382 subjects in 1988 [66], 0.3% in 936 

Hepatitis C
Current Situation of Hepatitis C

subjects in 2001 (95% CI: 0.07% - 0.94%) (Box 52) and 0.5% in 10 256 subjects in 2016 (95% 

CI: 0.3% - 0.6%) [9].

63. Data from new blood donors who were mostly adolescents and young adults in the last 

decade suggested that HCV prevalence was around 0.1% locally, with the figure in 2021 

being 0.11% (95% CI: 0.07% - 0.17%) (Box 50). An unusual increase in anti-HCV prevalence 

was noted in 2020 and 2021, and should be interpreted with the changes in the composition 

of new blood donors, when the proportion of those aged below 30 decreased from 67.2% in 

2019 to 52.4% and 52.2% in 2020 and 2021 respectively (Box 51).

64. The trend of anti-HCV among blood donors has also been monitored. Some 180 000 - 

260 000 new and repeated blood donors of HKRCBTS were tested for anti-HCV each year, 

among which the prevalence was consistently low at less than 0.1% since 2003 (Box 53). 

The annual number of anti-HCV cases among blood donors ranged between 17 and 43 in the 

past decade.

65.  In an analysis of HCV-positive blood donors during the period from 2003 to 2010, of 

those with identifiable risk factors, history of blood transfusion (43.7%) was the most common 

risk factor, followed by intravenous drug use (34.9%) and tattoo (28.6%). The source of 

infection was unknown in more than half of the respondents in the study [67]. In another study, 

14 (30%) HCV-infected blood donors recruited in 2014 - 2016 could be traced to a history of 

contaminated blood transfusion (n = 9) or injection drug use (n = 5). In donors without 

identifiable source of infection (n = 32, 70%), high-risk sexual behaviour, body piercing, 

intramuscular injection and vaccine inoculation abroad and having lived abroad for more than 

3 months were associated with HCV infection [68].

Prevalence of HCV in Populations with Undetermined or Apparent Risk

66. From 2000 to 2021, 13 of 3 403 (0.4%) clients who attended the TPC at ITC of CHP, DH 

for post-exposure management were tested positive for anti-HCV. Eleven (84.6%) cases were 

non-HCW (Box 54).

67. A study published in the early 1990s has already shown that anti-HCV was more 

common in injecting drug users (117/175; 66.8%), haemophiliacs (14/25; 56.0%) and 

haemodialysis patients (3/65; 4.6%) requiring frequent blood/blood product transfusions but 

not persons at risk through sexual contact [66]. Other local studies also found a higher 

infection rate among haemodialysis patients in 1990s (9/51; 18%) [69] and a higher 

anti-HCV positivity rate among haemophiliacs in a survey in 2011 (100/222; 45%) [70].

68. Injecting drug use has been an important route of HCV acquisition. An HCV 

seroprevalence study in 2006 conducted in methadone clinics targeting PWID echoed the 

high prevalence rate of HCV in this community [71]. Of 567 PWID participants recruited in 

2006, the prevalence of anti-HCV was 85% (95% CI: 82.5% - 88.3%). Two other studies in 

2010s, involving PWID recruited at their gathering places, gave a similar figure of anti-HCV 

prevalence at 81.7% (95% CI: 78.6% - 84.7%) among 622 subjects in 2011 [72] and 76.4% 

(95% CI: 73.1% - 79.6%) among 664 subjects in 2014 [73] respectively. In a prospective study 

initiated in 2021, the overall anti-HCV prevalence was 63% (54/86; 95% CI: 52 – 73%) among 

methadone clinic attendees, 64% (55/86) of whom had self-reported history of injecting drug 

use. Of 54 anti-HCV-positive study participants, 78% tested positive for HCV RNA [74]. 

Injection duration, current or recent injection, ever sharing injecting equipment and 

concomitant use of other drugs, such as midazolam, were independent factors associated 

with HCV infection in these studies. In the recent New Life New Liver Project, which provided 

targeted HCV screening and education to ex-PWID in the community, 73% of 365 subjects 

screened were anti-HCV positive. The number needed to screen to detect one patient with 

positive anti-HCV was 1.4 (95% CI: 1.3 - 4.6) [75].

69. HIV/AIDS patients, with a proportion being PWID, is another group with a comparatively 

high HCV prevalence (Box 55, Box 56). From 2000 to 2021, HCV/HIV coinfection among new 

patients attending ITC ranged from 1.5% to 24.8%. The decreasing trend of anti-HCV 

seroprevalence was largely attributed to the decreasing proportion of new patients acquiring 

HIV via injecting drug use. The prevalence rate appeared to be higher in male than female 

patients, likely related to the differential risk of parenteral and blood product exposure (Box 

55). While HCV infection was present in 1.4 - 6.1% of HIV/AIDS patients infected due to sexual 

contact, HCV was nearly universal in patients infected through drug injection (Box 56). 

It should be noted that, among male patients who acquired HIV via heterosexual contact and 

tested anti-HCV positive, about three fifths (31 out of 55 subjects) had a past history of 

injecting drug use (Box 56).
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With regard to the potential risk exposures, one case reported having tattoo procedure, and 

two cases were identified as injecting drug users. Two cases reported having sex partners 
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was noted in 2020 and 2021, and should be interpreted with the changes in the composition 

of new blood donors, when the proportion of those aged below 30 decreased from 67.2% in 

2019 to 52.4% and 52.2% in 2020 and 2021 respectively (Box 51).
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among which the prevalence was consistently low at less than 0.1% since 2003 (Box 53). 

The annual number of anti-HCV cases among blood donors ranged between 17 and 43 in the 
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those with identifiable risk factors, history of blood transfusion (43.7%) was the most common 

risk factor, followed by intravenous drug use (34.9%) and tattoo (28.6%). The source of 

infection was unknown in more than half of the respondents in the study [67]. In another study, 

14 (30%) HCV-infected blood donors recruited in 2014 - 2016 could be traced to a history of 

contaminated blood transfusion (n = 9) or injection drug use (n = 5). In donors without 

identifiable source of infection (n = 32, 70%), high-risk sexual behaviour, body piercing, 

intramuscular injection and vaccine inoculation abroad and having lived abroad for more than 

3 months were associated with HCV infection [68].
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haemodialysis patients (3/65; 4.6%) requiring frequent blood/blood product transfusions but 

not persons at risk through sexual contact [66]. Other local studies also found a higher 

infection rate among haemodialysis patients in 1990s (9/51; 18%) [69] and a higher 

anti-HCV positivity rate among haemophiliacs in a survey in 2011 (100/222; 45%) [70].

68. Injecting drug use has been an important route of HCV acquisition. An HCV 

seroprevalence study in 2006 conducted in methadone clinics targeting PWID echoed the 

high prevalence rate of HCV in this community [71]. Of 567 PWID participants recruited in 

2006, the prevalence of anti-HCV was 85% (95% CI: 82.5% - 88.3%). Two other studies in 

2010s, involving PWID recruited at their gathering places, gave a similar figure of anti-HCV 

prevalence at 81.7% (95% CI: 78.6% - 84.7%) among 622 subjects in 2011 [72] and 76.4% 

(95% CI: 73.1% - 79.6%) among 664 subjects in 2014 [73] respectively. In a prospective study 

initiated in 2021, the overall anti-HCV prevalence was 63% (54/86; 95% CI: 52 – 73%) among 

methadone clinic attendees, 64% (55/86) of whom had self-reported history of injecting drug 

use. Of 54 anti-HCV-positive study participants, 78% tested positive for HCV RNA [74]. 

Injection duration, current or recent injection, ever sharing injecting equipment and 

concomitant use of other drugs, such as midazolam, were independent factors associated 

with HCV infection in these studies. In the recent New Life New Liver Project, which provided 

targeted HCV screening and education to ex-PWID in the community, 73% of 365 subjects 

screened were anti-HCV positive. The number needed to screen to detect one patient with 

positive anti-HCV was 1.4 (95% CI: 1.3 - 4.6) [75].

69. HIV/AIDS patients, with a proportion being PWID, is another group with a comparatively 

high HCV prevalence (Box 55, Box 56). From 2000 to 2021, HCV/HIV coinfection among new 

patients attending ITC ranged from 1.5% to 24.8%. The decreasing trend of anti-HCV 

seroprevalence was largely attributed to the decreasing proportion of new patients acquiring 

HIV via injecting drug use. The prevalence rate appeared to be higher in male than female 

patients, likely related to the differential risk of parenteral and blood product exposure (Box 

55). While HCV infection was present in 1.4 - 6.1% of HIV/AIDS patients infected due to sexual 

contact, HCV was nearly universal in patients infected through drug injection (Box 56). 

It should be noted that, among male patients who acquired HIV via heterosexual contact and 

tested anti-HCV positive, about three fifths (31 out of 55 subjects) had a past history of 

injecting drug use (Box 56).
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59. From 2002 to 2021, a total of 236 cases of acute hepatitis C virus (HCV) infection were 

reported to DH under the statutory notification system (Box 1). Of these, 23 (9.7%) were 

reported in 2020. An increasing trend in the number of reported cases was observed over the 

years, with a record high of 39 cases in 2016 (Box 12). A review conducted by the Centre for 

Health Protection [64] showed that among the 22 laboratory confirmed acute hepatitis C 

cases reported to DH from January 2008 to October 2011, there were 17 males and 5 

females, most (86%) acquired the infection locally. The median age was 47.5 years. 

Majority (86%) was ethnic Chinese. Five (23%) of them reported history of injecting drug use 

while no particular risk factor was identified for the remaining cases.

60. Of the 39 cases in 2016, 31 were male (79%), with age ranged from 23 to 94 years 

(median: 42 years). Thirteen (33%) required hospitalisation and no fatalities were recorded. 

With regard to the potential risk exposures, one case reported having tattoo procedure, and 

two cases were identified as injecting drug users. Two cases reported having sex partners 

who were HCV carriers. Among the 31 male cases reported, 23 (74%) were known MSM. 

There was also one case, who had history of repeated hospital admissions and had received 

multiple transfusions of blood product during the incubation period. Epidemiological 

investigation and contact tracing did not identify other acute hepatitis C cases and the source 

of infection in this case could not be determined. For the rest of the cases, no epidemiological 

linkage was identified and all cases were regarded as sporadic. There have been overseas 

reports of rising incidence of sexual transmission of HCV among MSM [65]. Further study and 

monitoring is required of the possibility that this is also the case for Hong Kong.

61. Although HCV shares similar transmission routes with hepatitis B, the epidemiology of 

two infections are different in Hong Kong. While HBV is prevalent in the general population in 

Hong Kong, HCV prevails only in specific populations.

Prevalence of HCV in Populations without Apparent Risk

62.  Findings of the seroprevalence studies of the entire spectrum of adult age groups further 

supported the low prevalence of HCV infection among general population in Hong Kong; given 

the overall positivity rate for anti-HCV at 0.5% in 382 subjects in 1988 [66], 0.3% in 936 

Hepatitis C
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subjects in 2001 (95% CI: 0.07% - 0.94%) (Box 52) and 0.5% in 10 256 subjects in 2016 (95% 

CI: 0.3% - 0.6%) [9].

63. Data from new blood donors who were mostly adolescents and young adults in the last 

decade suggested that HCV prevalence was around 0.1% locally, with the figure in 2021 

being 0.11% (95% CI: 0.07% - 0.17%) (Box 50). An unusual increase in anti-HCV prevalence 

was noted in 2020 and 2021, and should be interpreted with the changes in the composition 

of new blood donors, when the proportion of those aged below 30 decreased from 67.2% in 

2019 to 52.4% and 52.2% in 2020 and 2021 respectively (Box 51).

64. The trend of anti-HCV among blood donors has also been monitored. Some 180 000 - 

260 000 new and repeated blood donors of HKRCBTS were tested for anti-HCV each year, 

among which the prevalence was consistently low at less than 0.1% since 2003 (Box 53). 

The annual number of anti-HCV cases among blood donors ranged between 17 and 43 in the 

past decade.

65.  In an analysis of HCV-positive blood donors during the period from 2003 to 2010, of 

those with identifiable risk factors, history of blood transfusion (43.7%) was the most common 

risk factor, followed by intravenous drug use (34.9%) and tattoo (28.6%). The source of 

infection was unknown in more than half of the respondents in the study [67]. In another study, 

14 (30%) HCV-infected blood donors recruited in 2014 - 2016 could be traced to a history of 

contaminated blood transfusion (n = 9) or injection drug use (n = 5). In donors without 

identifiable source of infection (n = 32, 70%), high-risk sexual behaviour, body piercing, 

intramuscular injection and vaccine inoculation abroad and having lived abroad for more than 

3 months were associated with HCV infection [68].

Prevalence of HCV in Populations with Undetermined or Apparent Risk

66. From 2000 to 2021, 13 of 3 403 (0.4%) clients who attended the TPC at ITC of CHP, DH 

for post-exposure management were tested positive for anti-HCV. Eleven (84.6%) cases were 

non-HCW (Box 54).

67. A study published in the early 1990s has already shown that anti-HCV was more 

common in injecting drug users (117/175; 66.8%), haemophiliacs (14/25; 56.0%) and 

haemodialysis patients (3/65; 4.6%) requiring frequent blood/blood product transfusions but 

not persons at risk through sexual contact [66]. Other local studies also found a higher 

infection rate among haemodialysis patients in 1990s (9/51; 18%) [69] and a higher 

anti-HCV positivity rate among haemophiliacs in a survey in 2011 (100/222; 45%) [70].

68. Injecting drug use has been an important route of HCV acquisition. An HCV 

seroprevalence study in 2006 conducted in methadone clinics targeting PWID echoed the 

high prevalence rate of HCV in this community [71]. Of 567 PWID participants recruited in 

2006, the prevalence of anti-HCV was 85% (95% CI: 82.5% - 88.3%). Two other studies in 

2010s, involving PWID recruited at their gathering places, gave a similar figure of anti-HCV 

prevalence at 81.7% (95% CI: 78.6% - 84.7%) among 622 subjects in 2011 [72] and 76.4% 

(95% CI: 73.1% - 79.6%) among 664 subjects in 2014 [73] respectively. In a prospective study 

initiated in 2021, the overall anti-HCV prevalence was 63% (54/86; 95% CI: 52 – 73%) among 

methadone clinic attendees, 64% (55/86) of whom had self-reported history of injecting drug 

use. Of 54 anti-HCV-positive study participants, 78% tested positive for HCV RNA [74]. 

Injection duration, current or recent injection, ever sharing injecting equipment and 

concomitant use of other drugs, such as midazolam, were independent factors associated 

with HCV infection in these studies. In the recent New Life New Liver Project, which provided 

targeted HCV screening and education to ex-PWID in the community, 73% of 365 subjects 

screened were anti-HCV positive. The number needed to screen to detect one patient with 

positive anti-HCV was 1.4 (95% CI: 1.3 - 4.6) [75].

69. HIV/AIDS patients, with a proportion being PWID, is another group with a comparatively 

high HCV prevalence (Box 55, Box 56). From 2000 to 2021, HCV/HIV coinfection among new 

patients attending ITC ranged from 1.5% to 24.8%. The decreasing trend of anti-HCV 

seroprevalence was largely attributed to the decreasing proportion of new patients acquiring 

HIV via injecting drug use. The prevalence rate appeared to be higher in male than female 

patients, likely related to the differential risk of parenteral and blood product exposure (Box 

55). While HCV infection was present in 1.4 - 6.1% of HIV/AIDS patients infected due to sexual 

contact, HCV was nearly universal in patients infected through drug injection (Box 56). 

It should be noted that, among male patients who acquired HIV via heterosexual contact and 

tested anti-HCV positive, about three fifths (31 out of 55 subjects) had a past history of 

injecting drug use (Box 56).

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

59. From 2002 to 2021, a total of 236 cases of acute hepatitis C virus (HCV) infection were 

reported to DH under the statutory notification system (Box 1). Of these, 23 (9.7%) were 

reported in 2020. An increasing trend in the number of reported cases was observed over the 

years, with a record high of 39 cases in 2016 (Box 12). A review conducted by the Centre for 

Health Protection [64] showed that among the 22 laboratory confirmed acute hepatitis C 

cases reported to DH from January 2008 to October 2011, there were 17 males and 5 

females, most (86%) acquired the infection locally. The median age was 47.5 years. 

Majority (86%) was ethnic Chinese. Five (23%) of them reported history of injecting drug use 

while no particular risk factor was identified for the remaining cases.

60. Of the 39 cases in 2016, 31 were male (79%), with age ranged from 23 to 94 years 

(median: 42 years). Thirteen (33%) required hospitalisation and no fatalities were recorded. 

With regard to the potential risk exposures, one case reported having tattoo procedure, and 

two cases were identified as injecting drug users. Two cases reported having sex partners 

who were HCV carriers. Among the 31 male cases reported, 23 (74%) were known MSM. 

There was also one case, who had history of repeated hospital admissions and had received 

multiple transfusions of blood product during the incubation period. Epidemiological 

investigation and contact tracing did not identify other acute hepatitis C cases and the source 

of infection in this case could not be determined. For the rest of the cases, no epidemiological 

linkage was identified and all cases were regarded as sporadic. There have been overseas 

reports of rising incidence of sexual transmission of HCV among MSM [65]. Further study and 

monitoring is required of the possibility that this is also the case for Hong Kong.

61. Although HCV shares similar transmission routes with hepatitis B, the epidemiology of 

two infections are different in Hong Kong. While HBV is prevalent in the general population in 

Hong Kong, HCV prevails only in specific populations.

Prevalence of HCV in Populations without Apparent Risk

62.  Findings of the seroprevalence studies of the entire spectrum of adult age groups further 

supported the low prevalence of HCV infection among general population in Hong Kong; given 

the overall positivity rate for anti-HCV at 0.5% in 382 subjects in 1988 [66], 0.3% in 936 

subjects in 2001 (95% CI: 0.07% - 0.94%) (Box 52) and 0.5% in 10 256 subjects in 2016 (95% 

CI: 0.3% - 0.6%) [9].

63. Data from new blood donors who were mostly adolescents and young adults in the last 

decade suggested that HCV prevalence was around 0.1% locally, with the figure in 2021 

being 0.11% (95% CI: 0.07% - 0.17%) (Box 50). An unusual increase in anti-HCV prevalence 

was noted in 2020 and 2021, and should be interpreted with the changes in the composition 

of new blood donors, when the proportion of those aged below 30 decreased from 67.2% in 

2019 to 52.4% and 52.2% in 2020 and 2021 respectively (Box 51).

64. The trend of anti-HCV among blood donors has also been monitored. Some 180 000 - 

260 000 new and repeated blood donors of HKRCBTS were tested for anti-HCV each year, 

among which the prevalence was consistently low at less than 0.1% since 2003 (Box 53). 

The annual number of anti-HCV cases among blood donors ranged between 17 and 43 in the 

past decade.

65.  In an analysis of HCV-positive blood donors during the period from 2003 to 2010, of 

those with identifiable risk factors, history of blood transfusion (43.7%) was the most common 

risk factor, followed by intravenous drug use (34.9%) and tattoo (28.6%). The source of 

infection was unknown in more than half of the respondents in the study [67]. In another study, 

14 (30%) HCV-infected blood donors recruited in 2014 - 2016 could be traced to a history of 

contaminated blood transfusion (n = 9) or injection drug use (n = 5). In donors without 

identifiable source of infection (n = 32, 70%), high-risk sexual behaviour, body piercing, 

intramuscular injection and vaccine inoculation abroad and having lived abroad for more than 

3 months were associated with HCV infection [68].

Prevalence of HCV in Populations with Undetermined or Apparent Risk

66. From 2000 to 2021, 13 of 3 403 (0.4%) clients who attended the TPC at ITC of CHP, DH 

for post-exposure management were tested positive for anti-HCV. Eleven (84.6%) cases were 

non-HCW (Box 54).

67. A study published in the early 1990s has already shown that anti-HCV was more 

common in injecting drug users (117/175; 66.8%), haemophiliacs (14/25; 56.0%) and 

haemodialysis patients (3/65; 4.6%) requiring frequent blood/blood product transfusions but 

not persons at risk through sexual contact [66]. Other local studies also found a higher 

infection rate among haemodialysis patients in 1990s (9/51; 18%) [69] and a higher 

anti-HCV positivity rate among haemophiliacs in a survey in 2011 (100/222; 45%) [70].

68. Injecting drug use has been an important route of HCV acquisition. An HCV 

seroprevalence study in 2006 conducted in methadone clinics targeting PWID echoed the 

high prevalence rate of HCV in this community [71]. Of 567 PWID participants recruited in 

2006, the prevalence of anti-HCV was 85% (95% CI: 82.5% - 88.3%). Two other studies in 

2010s, involving PWID recruited at their gathering places, gave a similar figure of anti-HCV 

prevalence at 81.7% (95% CI: 78.6% - 84.7%) among 622 subjects in 2011 [72] and 76.4% 

(95% CI: 73.1% - 79.6%) among 664 subjects in 2014 [73] respectively. In a prospective study 

initiated in 2021, the overall anti-HCV prevalence was 63% (54/86; 95% CI: 52 – 73%) among 

methadone clinic attendees, 64% (55/86) of whom had self-reported history of injecting drug 

use. Of 54 anti-HCV-positive study participants, 78% tested positive for HCV RNA [74]. 

Injection duration, current or recent injection, ever sharing injecting equipment and 

concomitant use of other drugs, such as midazolam, were independent factors associated 

with HCV infection in these studies. In the recent New Life New Liver Project, which provided 

targeted HCV screening and education to ex-PWID in the community, 73% of 365 subjects 

screened were anti-HCV positive. The number needed to screen to detect one patient with 

positive anti-HCV was 1.4 (95% CI: 1.3 - 4.6) [75].

69. HIV/AIDS patients, with a proportion being PWID, is another group with a comparatively 

high HCV prevalence (Box 55, Box 56). From 2000 to 2021, HCV/HIV coinfection among new 

patients attending ITC ranged from 1.5% to 24.8%. The decreasing trend of anti-HCV 

seroprevalence was largely attributed to the decreasing proportion of new patients acquiring 

HIV via injecting drug use. The prevalence rate appeared to be higher in male than female 

patients, likely related to the differential risk of parenteral and blood product exposure (Box 

55). While HCV infection was present in 1.4 - 6.1% of HIV/AIDS patients infected due to sexual 

contact, HCV was nearly universal in patients infected through drug injection (Box 56). 

It should be noted that, among male patients who acquired HIV via heterosexual contact and 

tested anti-HCV positive, about three fifths (31 out of 55 subjects) had a past history of 

injecting drug use (Box 56).
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59. From 2002 to 2021, a total of 236 cases of acute hepatitis C virus (HCV) infection were 

reported to DH under the statutory notification system (Box 1). Of these, 23 (9.7%) were 

reported in 2020. An increasing trend in the number of reported cases was observed over the 

years, with a record high of 39 cases in 2016 (Box 12). A review conducted by the Centre for 

Health Protection [64] showed that among the 22 laboratory confirmed acute hepatitis C 

cases reported to DH from January 2008 to October 2011, there were 17 males and 5 

females, most (86%) acquired the infection locally. The median age was 47.5 years. 

Majority (86%) was ethnic Chinese. Five (23%) of them reported history of injecting drug use 

while no particular risk factor was identified for the remaining cases.

60. Of the 39 cases in 2016, 31 were male (79%), with age ranged from 23 to 94 years 

(median: 42 years). Thirteen (33%) required hospitalisation and no fatalities were recorded. 

With regard to the potential risk exposures, one case reported having tattoo procedure, and 

two cases were identified as injecting drug users. Two cases reported having sex partners 

who were HCV carriers. Among the 31 male cases reported, 23 (74%) were known MSM. 

There was also one case, who had history of repeated hospital admissions and had received 

multiple transfusions of blood product during the incubation period. Epidemiological 

investigation and contact tracing did not identify other acute hepatitis C cases and the source 

of infection in this case could not be determined. For the rest of the cases, no epidemiological 

linkage was identified and all cases were regarded as sporadic. There have been overseas 

reports of rising incidence of sexual transmission of HCV among MSM [65]. Further study and 

monitoring is required of the possibility that this is also the case for Hong Kong.

61. Although HCV shares similar transmission routes with hepatitis B, the epidemiology of 

two infections are different in Hong Kong. While HBV is prevalent in the general population in 

Hong Kong, HCV prevails only in specific populations.

Prevalence of HCV in Populations without Apparent Risk

62.  Findings of the seroprevalence studies of the entire spectrum of adult age groups further 

supported the low prevalence of HCV infection among general population in Hong Kong; given 

the overall positivity rate for anti-HCV at 0.5% in 382 subjects in 1988 [66], 0.3% in 936 

subjects in 2001 (95% CI: 0.07% - 0.94%) (Box 52) and 0.5% in 10 256 subjects in 2016 (95% 

CI: 0.3% - 0.6%) [9].

63. Data from new blood donors who were mostly adolescents and young adults in the last 

decade suggested that HCV prevalence was around 0.1% locally, with the figure in 2021 

being 0.11% (95% CI: 0.07% - 0.17%) (Box 50). An unusual increase in anti-HCV prevalence 

was noted in 2020 and 2021, and should be interpreted with the changes in the composition 

of new blood donors, when the proportion of those aged below 30 decreased from 67.2% in 

2019 to 52.4% and 52.2% in 2020 and 2021 respectively (Box 51).

64. The trend of anti-HCV among blood donors has also been monitored. Some 180 000 - 

260 000 new and repeated blood donors of HKRCBTS were tested for anti-HCV each year, 

among which the prevalence was consistently low at less than 0.1% since 2003 (Box 53). 

The annual number of anti-HCV cases among blood donors ranged between 17 and 43 in the 

past decade.

65.  In an analysis of HCV-positive blood donors during the period from 2003 to 2010, of 

those with identifiable risk factors, history of blood transfusion (43.7%) was the most common 

risk factor, followed by intravenous drug use (34.9%) and tattoo (28.6%). The source of 

infection was unknown in more than half of the respondents in the study [67]. In another study, 

14 (30%) HCV-infected blood donors recruited in 2014 - 2016 could be traced to a history of 

contaminated blood transfusion (n = 9) or injection drug use (n = 5). In donors without 

identifiable source of infection (n = 32, 70%), high-risk sexual behaviour, body piercing, 

intramuscular injection and vaccine inoculation abroad and having lived abroad for more than 

3 months were associated with HCV infection [68].

Prevalence of HCV in Populations with Undetermined or Apparent Risk

66. From 2000 to 2021, 13 of 3 403 (0.4%) clients who attended the TPC at ITC of CHP, DH 

for post-exposure management were tested positive for anti-HCV. Eleven (84.6%) cases were 

non-HCW (Box 54).

67. A study published in the early 1990s has already shown that anti-HCV was more 

common in injecting drug users (117/175; 66.8%), haemophiliacs (14/25; 56.0%) and 

haemodialysis patients (3/65; 4.6%) requiring frequent blood/blood product transfusions but 

not persons at risk through sexual contact [66]. Other local studies also found a higher 

infection rate among haemodialysis patients in 1990s (9/51; 18%) [69] and a higher 

anti-HCV positivity rate among haemophiliacs in a survey in 2011 (100/222; 45%) [70].

68. Injecting drug use has been an important route of HCV acquisition. An HCV 

seroprevalence study in 2006 conducted in methadone clinics targeting PWID echoed the 

high prevalence rate of HCV in this community [71]. Of 567 PWID participants recruited in 

2006, the prevalence of anti-HCV was 85% (95% CI: 82.5% - 88.3%). Two other studies in 

2010s, involving PWID recruited at their gathering places, gave a similar figure of anti-HCV 

prevalence at 81.7% (95% CI: 78.6% - 84.7%) among 622 subjects in 2011 [72] and 76.4% 

(95% CI: 73.1% - 79.6%) among 664 subjects in 2014 [73] respectively. In a prospective study 

initiated in 2021, the overall anti-HCV prevalence was 63% (54/86; 95% CI: 52 – 73%) among 

methadone clinic attendees, 64% (55/86) of whom had self-reported history of injecting drug 

use. Of 54 anti-HCV-positive study participants, 78% tested positive for HCV RNA [74]. 

Injection duration, current or recent injection, ever sharing injecting equipment and 

concomitant use of other drugs, such as midazolam, were independent factors associated 

with HCV infection in these studies. In the recent New Life New Liver Project, which provided 

targeted HCV screening and education to ex-PWID in the community, 73% of 365 subjects 

screened were anti-HCV positive. The number needed to screen to detect one patient with 

positive anti-HCV was 1.4 (95% CI: 1.3 - 4.6) [75].

69. HIV/AIDS patients, with a proportion being PWID, is another group with a comparatively 

high HCV prevalence (Box 55, Box 56). From 2000 to 2021, HCV/HIV coinfection among new 

patients attending ITC ranged from 1.5% to 24.8%. The decreasing trend of anti-HCV 

seroprevalence was largely attributed to the decreasing proportion of new patients acquiring 

HIV via injecting drug use. The prevalence rate appeared to be higher in male than female 

patients, likely related to the differential risk of parenteral and blood product exposure (Box 

55). While HCV infection was present in 1.4 - 6.1% of HIV/AIDS patients infected due to sexual 

contact, HCV was nearly universal in patients infected through drug injection (Box 56). 

It should be noted that, among male patients who acquired HIV via heterosexual contact and 

tested anti-HCV positive, about three fifths (31 out of 55 subjects) had a past history of 

injecting drug use (Box 56).

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

70. There has been overseas data supporting sexual transmission of HCV among 

HIV-positive MSM [76]. The anti-HCV prevalence of subjects who contracted HIV via 

homosexual or bisexual contact in the ITC HIV/AIDS patient cohort has remained below 2% 

from screening since 2005. However, this figure has shown an increasing trend since 2012, 

with the cumulative number of individuals with HCV/HIV coinfection at the time of HIV 

diagnosis rising from 16 (1.3%) in 2013 to 70 (2.3%) in 2021 (Box 56).

71. From July to November 2013, ITC identified seven cases of recent HCV infection in 

Chinese HIV-positive MSM without history of injecting drug use [77]. Five of the seven cases 

were also diagnosed to have recent syphilis infection during the period. Phylogenetic 

analyses revealed that all cases belonged to the same genotype (genotype 3) although 

investigation showed no apparent linkage on their sexual exposure. An analysis on 

HIV-positive MSM attending ITC who had HCV seroconversion in the period 1999 - 2013 was 

subsequently performed [78]. Fourteen (1.1%) patients seroconverted, with an overall 

incidence rate of 0.22 per 100 patient-years. The incidence rate increased from 0.13 per 

100 patient-years before 2002 to 0.19 per 100 patient years in 2002 - 2007 and 0.47 per 

100 patient-years in 2008 - 2013. Compared with the non-seroconverters, the seroconverters 

were of higher education level and had prior history of STI. As reported in the latest 

retrospective study, a total of 420 records of HIV/HCV co-infections were identified in ITC 

between 1999 and February 2021, and the majority of the cases after 2013 were found in 

MSM [79]. The study also found that HIV/HCV co-infection cases in MSM were more likely to 

be younger, local residents, achieving HIV viral suppression and co-diagnosing with an STI at 

HCV diagnosis, and having a longer time lag between HIV and HCV diagnoses, as compared 

with those in non-MSM. The overall higher HCV prevalence, and the increasing incidence of 

HCV infection among HIV-positive MSM, coupled with the hastened liver disease progression 

in patients with HIV infection [80], would demand further attention.

72. A surveillance project for HCV in Hong Kong had been in place to monitor the trend of 

anti-HCV among selected in-patients, with the participation of the laboratories of Princess 

Margaret Hospital (PMH, joined since 2003) and Prince of Wales Hospital (PWH, joined since 

2005). Among the selected hospital patients tested in the past eleven years, the overall 

anti-HCV prevalence was 1.8% (Box 57). Anti-HCV was most commonly found in drug users, 

of which 48.6% were found positive, followed by patients with history of blood transfusion at 

8.1%. Overall, the male-to-female ratio of HCV positive subjects was about 2.5 to 1, with a 

mean age of 54.6 years old (Box 58).

Genotypes of HCV

73. Genotypic studies in Hong Kong has identified that 1b and 6a were the prevalent HCV 

genotypes locally, a scenario different from that in North America where 1a predominated 

[81, 82]. In an early study of 212 blood donors tested anti-HCV positive from 1991 to 1994, the 

commonest genotype found was 1b (58.8%), followed by 6a (27.0%) [83]. In another study of 

hospitalised patients with HCV testing for clinical indications, 1b was the commonest type 

found in patients with chronic liver diseases and chronic renal failure [84]. According to a local 

study of patients on renal replacement therapy, the predominant genotype was 1b, followed 

by 1a and 6a [85]. As reported in a recent territory-wide population-based study, the 

commonest HCV genotype was genotype 1 (48.8%), followed by genotype 6 (33.6%) and 

genotype 3 (10.8%) among 2 699 patients who were tested positive for anti-HCV between 

January 2005 and March 2017 in public hospitals in Hong Kong [86].

74. The commonest genotype in intravenous drug users was genotype 6. A retrospective 

analysis of 106 intravenous drug users and 949 non-drug users with samples collected 

between December 1998 and May 2004 also confirmed the significant high prevalence of 

genotype 6a in drug users (58.5%) followed by 1b (33.0%), in contrast to 63.6% for 1b and 

23.6% for 6a in non-drug users [87]. Besides intravenous drug use, age and sex were 

independent factors associated with HCV genotypes in this study. Further phylogenetic 

analyses revealed that HCV 6a strains from Vietnam might be ancestral to Hong Kong 

counterparts, suggesting an association between the high predominance of HCV 6a 

infections and Vietnamese immigration during 1987 - 1997 in Hong Kong [88]. In a 

methadone clinic-based study published in 2011, out of 273 PWID with different periods of 

initiating injection, 52% had genotype 6a and 38% had 1b. Both genotypes 1b and 6a were 

prevalent among older injectors, while subtype 3a was more common in young injectors and 

those initiating injection more recently during 1995 - 2006. Moreover, phylogenetic analysis 

revealed no specific clustering of any subtype or genotype, which did not suggest any 

outbreak of HCV among the study population. The extensive use of methadone, widely 

available since 1980s, may have protected Hong Kong from the emergence of HCV clusters 

among injection drug users [89].
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59. From 2002 to 2021, a total of 236 cases of acute hepatitis C virus (HCV) infection were 

reported to DH under the statutory notification system (Box 1). Of these, 23 (9.7%) were 

reported in 2020. An increasing trend in the number of reported cases was observed over the 

years, with a record high of 39 cases in 2016 (Box 12). A review conducted by the Centre for 

Health Protection [64] showed that among the 22 laboratory confirmed acute hepatitis C 

cases reported to DH from January 2008 to October 2011, there were 17 males and 5 

females, most (86%) acquired the infection locally. The median age was 47.5 years. 

Majority (86%) was ethnic Chinese. Five (23%) of them reported history of injecting drug use 

while no particular risk factor was identified for the remaining cases.

60. Of the 39 cases in 2016, 31 were male (79%), with age ranged from 23 to 94 years 

(median: 42 years). Thirteen (33%) required hospitalisation and no fatalities were recorded. 

With regard to the potential risk exposures, one case reported having tattoo procedure, and 

two cases were identified as injecting drug users. Two cases reported having sex partners 

who were HCV carriers. Among the 31 male cases reported, 23 (74%) were known MSM. 

There was also one case, who had history of repeated hospital admissions and had received 

multiple transfusions of blood product during the incubation period. Epidemiological 

investigation and contact tracing did not identify other acute hepatitis C cases and the source 

of infection in this case could not be determined. For the rest of the cases, no epidemiological 

linkage was identified and all cases were regarded as sporadic. There have been overseas 

reports of rising incidence of sexual transmission of HCV among MSM [65]. Further study and 

monitoring is required of the possibility that this is also the case for Hong Kong.

61. Although HCV shares similar transmission routes with hepatitis B, the epidemiology of 

two infections are different in Hong Kong. While HBV is prevalent in the general population in 

Hong Kong, HCV prevails only in specific populations.

Prevalence of HCV in Populations without Apparent Risk

62.  Findings of the seroprevalence studies of the entire spectrum of adult age groups further 

supported the low prevalence of HCV infection among general population in Hong Kong; given 

the overall positivity rate for anti-HCV at 0.5% in 382 subjects in 1988 [66], 0.3% in 936 

subjects in 2001 (95% CI: 0.07% - 0.94%) (Box 52) and 0.5% in 10 256 subjects in 2016 (95% 

CI: 0.3% - 0.6%) [9].

63. Data from new blood donors who were mostly adolescents and young adults in the last 

decade suggested that HCV prevalence was around 0.1% locally, with the figure in 2021 

being 0.11% (95% CI: 0.07% - 0.17%) (Box 50). An unusual increase in anti-HCV prevalence 

was noted in 2020 and 2021, and should be interpreted with the changes in the composition 

of new blood donors, when the proportion of those aged below 30 decreased from 67.2% in 

2019 to 52.4% and 52.2% in 2020 and 2021 respectively (Box 51).

64. The trend of anti-HCV among blood donors has also been monitored. Some 180 000 - 

260 000 new and repeated blood donors of HKRCBTS were tested for anti-HCV each year, 

among which the prevalence was consistently low at less than 0.1% since 2003 (Box 53). 

The annual number of anti-HCV cases among blood donors ranged between 17 and 43 in the 

past decade.

65.  In an analysis of HCV-positive blood donors during the period from 2003 to 2010, of 

those with identifiable risk factors, history of blood transfusion (43.7%) was the most common 

risk factor, followed by intravenous drug use (34.9%) and tattoo (28.6%). The source of 

infection was unknown in more than half of the respondents in the study [67]. In another study, 

14 (30%) HCV-infected blood donors recruited in 2014 - 2016 could be traced to a history of 

contaminated blood transfusion (n = 9) or injection drug use (n = 5). In donors without 

identifiable source of infection (n = 32, 70%), high-risk sexual behaviour, body piercing, 

intramuscular injection and vaccine inoculation abroad and having lived abroad for more than 

3 months were associated with HCV infection [68].

Prevalence of HCV in Populations with Undetermined or Apparent Risk

66. From 2000 to 2021, 13 of 3 403 (0.4%) clients who attended the TPC at ITC of CHP, DH 

for post-exposure management were tested positive for anti-HCV. Eleven (84.6%) cases were 

non-HCW (Box 54).

67. A study published in the early 1990s has already shown that anti-HCV was more 

common in injecting drug users (117/175; 66.8%), haemophiliacs (14/25; 56.0%) and 

haemodialysis patients (3/65; 4.6%) requiring frequent blood/blood product transfusions but 

not persons at risk through sexual contact [66]. Other local studies also found a higher 

infection rate among haemodialysis patients in 1990s (9/51; 18%) [69] and a higher 

anti-HCV positivity rate among haemophiliacs in a survey in 2011 (100/222; 45%) [70].

68. Injecting drug use has been an important route of HCV acquisition. An HCV 

seroprevalence study in 2006 conducted in methadone clinics targeting PWID echoed the 

high prevalence rate of HCV in this community [71]. Of 567 PWID participants recruited in 

2006, the prevalence of anti-HCV was 85% (95% CI: 82.5% - 88.3%). Two other studies in 

2010s, involving PWID recruited at their gathering places, gave a similar figure of anti-HCV 

prevalence at 81.7% (95% CI: 78.6% - 84.7%) among 622 subjects in 2011 [72] and 76.4% 

(95% CI: 73.1% - 79.6%) among 664 subjects in 2014 [73] respectively. In a prospective study 

initiated in 2021, the overall anti-HCV prevalence was 63% (54/86; 95% CI: 52 – 73%) among 

methadone clinic attendees, 64% (55/86) of whom had self-reported history of injecting drug 

use. Of 54 anti-HCV-positive study participants, 78% tested positive for HCV RNA [74]. 

Injection duration, current or recent injection, ever sharing injecting equipment and 

concomitant use of other drugs, such as midazolam, were independent factors associated 

with HCV infection in these studies. In the recent New Life New Liver Project, which provided 

targeted HCV screening and education to ex-PWID in the community, 73% of 365 subjects 

screened were anti-HCV positive. The number needed to screen to detect one patient with 

positive anti-HCV was 1.4 (95% CI: 1.3 - 4.6) [75].

69. HIV/AIDS patients, with a proportion being PWID, is another group with a comparatively 

high HCV prevalence (Box 55, Box 56). From 2000 to 2021, HCV/HIV coinfection among new 

patients attending ITC ranged from 1.5% to 24.8%. The decreasing trend of anti-HCV 

seroprevalence was largely attributed to the decreasing proportion of new patients acquiring 

HIV via injecting drug use. The prevalence rate appeared to be higher in male than female 

patients, likely related to the differential risk of parenteral and blood product exposure (Box 

55). While HCV infection was present in 1.4 - 6.1% of HIV/AIDS patients infected due to sexual 

contact, HCV was nearly universal in patients infected through drug injection (Box 56). 

It should be noted that, among male patients who acquired HIV via heterosexual contact and 

tested anti-HCV positive, about three fifths (31 out of 55 subjects) had a past history of 

injecting drug use (Box 56).

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

70. There has been overseas data supporting sexual transmission of HCV among 

HIV-positive MSM [76]. The anti-HCV prevalence of subjects who contracted HIV via 

homosexual or bisexual contact in the ITC HIV/AIDS patient cohort has remained below 2% 

from screening since 2005. However, this figure has shown an increasing trend since 2012, 

with the cumulative number of individuals with HCV/HIV coinfection at the time of HIV 

diagnosis rising from 16 (1.3%) in 2013 to 70 (2.3%) in 2021 (Box 56).

71. From July to November 2013, ITC identified seven cases of recent HCV infection in 

Chinese HIV-positive MSM without history of injecting drug use [77]. Five of the seven cases 

were also diagnosed to have recent syphilis infection during the period. Phylogenetic 

analyses revealed that all cases belonged to the same genotype (genotype 3) although 

investigation showed no apparent linkage on their sexual exposure. An analysis on 

HIV-positive MSM attending ITC who had HCV seroconversion in the period 1999 - 2013 was 

subsequently performed [78]. Fourteen (1.1%) patients seroconverted, with an overall 

incidence rate of 0.22 per 100 patient-years. The incidence rate increased from 0.13 per 

100 patient-years before 2002 to 0.19 per 100 patient years in 2002 - 2007 and 0.47 per 

100 patient-years in 2008 - 2013. Compared with the non-seroconverters, the seroconverters 

were of higher education level and had prior history of STI. As reported in the latest 

retrospective study, a total of 420 records of HIV/HCV co-infections were identified in ITC 

between 1999 and February 2021, and the majority of the cases after 2013 were found in 

MSM [79]. The study also found that HIV/HCV co-infection cases in MSM were more likely to 

be younger, local residents, achieving HIV viral suppression and co-diagnosing with an STI at 

HCV diagnosis, and having a longer time lag between HIV and HCV diagnoses, as compared 

with those in non-MSM. The overall higher HCV prevalence, and the increasing incidence of 

HCV infection among HIV-positive MSM, coupled with the hastened liver disease progression 

in patients with HIV infection [80], would demand further attention.

72. A surveillance project for HCV in Hong Kong had been in place to monitor the trend of 

anti-HCV among selected in-patients, with the participation of the laboratories of Princess 

Margaret Hospital (PMH, joined since 2003) and Prince of Wales Hospital (PWH, joined since 

2005). Among the selected hospital patients tested in the past eleven years, the overall 

anti-HCV prevalence was 1.8% (Box 57). Anti-HCV was most commonly found in drug users, 

of which 48.6% were found positive, followed by patients with history of blood transfusion at 

8.1%. Overall, the male-to-female ratio of HCV positive subjects was about 2.5 to 1, with a 

mean age of 54.6 years old (Box 58).

Genotypes of HCV

73. Genotypic studies in Hong Kong has identified that 1b and 6a were the prevalent HCV 

genotypes locally, a scenario different from that in North America where 1a predominated 

[81, 82]. In an early study of 212 blood donors tested anti-HCV positive from 1991 to 1994, the 

commonest genotype found was 1b (58.8%), followed by 6a (27.0%) [83]. In another study of 

hospitalised patients with HCV testing for clinical indications, 1b was the commonest type 

found in patients with chronic liver diseases and chronic renal failure [84]. According to a local 

study of patients on renal replacement therapy, the predominant genotype was 1b, followed 

by 1a and 6a [85]. As reported in a recent territory-wide population-based study, the 

commonest HCV genotype was genotype 1 (48.8%), followed by genotype 6 (33.6%) and 

genotype 3 (10.8%) among 2 699 patients who were tested positive for anti-HCV between 

January 2005 and March 2017 in public hospitals in Hong Kong [86].

74. The commonest genotype in intravenous drug users was genotype 6. A retrospective 

analysis of 106 intravenous drug users and 949 non-drug users with samples collected 

between December 1998 and May 2004 also confirmed the significant high prevalence of 

genotype 6a in drug users (58.5%) followed by 1b (33.0%), in contrast to 63.6% for 1b and 

23.6% for 6a in non-drug users [87]. Besides intravenous drug use, age and sex were 

independent factors associated with HCV genotypes in this study. Further phylogenetic 

analyses revealed that HCV 6a strains from Vietnam might be ancestral to Hong Kong 

counterparts, suggesting an association between the high predominance of HCV 6a 

infections and Vietnamese immigration during 1987 - 1997 in Hong Kong [88]. In a 

methadone clinic-based study published in 2011, out of 273 PWID with different periods of 

initiating injection, 52% had genotype 6a and 38% had 1b. Both genotypes 1b and 6a were 

prevalent among older injectors, while subtype 3a was more common in young injectors and 

those initiating injection more recently during 1995 - 2006. Moreover, phylogenetic analysis 

revealed no specific clustering of any subtype or genotype, which did not suggest any 

outbreak of HCV among the study population. The extensive use of methadone, widely 

available since 1980s, may have protected Hong Kong from the emergence of HCV clusters 

among injection drug users [89].
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70. There has been overseas data supporting sexual transmission of HCV among 

HIV-positive MSM [76]. The anti-HCV prevalence of subjects who contracted HIV via 

homosexual or bisexual contact in the ITC HIV/AIDS patient cohort has remained below 2% 

from screening since 2005. However, this figure has shown an increasing trend since 2012, 

with the cumulative number of individuals with HCV/HIV coinfection at the time of HIV 

diagnosis rising from 16 (1.3%) in 2013 to 70 (2.3%) in 2021 (Box 56).

71. From July to November 2013, ITC identified seven cases of recent HCV infection in 

Chinese HIV-positive MSM without history of injecting drug use [77]. Five of the seven cases 

were also diagnosed to have recent syphilis infection during the period. Phylogenetic 

analyses revealed that all cases belonged to the same genotype (genotype 3) although 

investigation showed no apparent linkage on their sexual exposure. An analysis on 

HIV-positive MSM attending ITC who had HCV seroconversion in the period 1999 - 2013 was 

subsequently performed [78]. Fourteen (1.1%) patients seroconverted, with an overall 

incidence rate of 0.22 per 100 patient-years. The incidence rate increased from 0.13 per 

100 patient-years before 2002 to 0.19 per 100 patient years in 2002 - 2007 and 0.47 per 

100 patient-years in 2008 - 2013. Compared with the non-seroconverters, the seroconverters 

were of higher education level and had prior history of STI. As reported in the latest 

retrospective study, a total of 420 records of HIV/HCV co-infections were identified in ITC 

between 1999 and February 2021, and the majority of the cases after 2013 were found in 

MSM [79]. The study also found that HIV/HCV co-infection cases in MSM were more likely to 

be younger, local residents, achieving HIV viral suppression and co-diagnosing with an STI at 

HCV diagnosis, and having a longer time lag between HIV and HCV diagnoses, as compared 

with those in non-MSM. The overall higher HCV prevalence, and the increasing incidence of 

HCV infection among HIV-positive MSM, coupled with the hastened liver disease progression 

in patients with HIV infection [80], would demand further attention.

72. A surveillance project for HCV in Hong Kong had been in place to monitor the trend of 

anti-HCV among selected in-patients, with the participation of the laboratories of Princess 

Margaret Hospital (PMH, joined since 2003) and Prince of Wales Hospital (PWH, joined since 

2005). Among the selected hospital patients tested in the past eleven years, the overall 

anti-HCV prevalence was 1.8% (Box 57). Anti-HCV was most commonly found in drug users, 

of which 48.6% were found positive, followed by patients with history of blood transfusion at 

8.1%. Overall, the male-to-female ratio of HCV positive subjects was about 2.5 to 1, with a 

mean age of 54.6 years old (Box 58).

Genotypes of HCV

73. Genotypic studies in Hong Kong has identified that 1b and 6a were the prevalent HCV 

genotypes locally, a scenario different from that in North America where 1a predominated 

[81, 82]. In an early study of 212 blood donors tested anti-HCV positive from 1991 to 1994, the 

commonest genotype found was 1b (58.8%), followed by 6a (27.0%) [83]. In another study of 

hospitalised patients with HCV testing for clinical indications, 1b was the commonest type 

found in patients with chronic liver diseases and chronic renal failure [84]. According to a local 

study of patients on renal replacement therapy, the predominant genotype was 1b, followed 

by 1a and 6a [85]. As reported in a recent territory-wide population-based study, the 

commonest HCV genotype was genotype 1 (48.8%), followed by genotype 6 (33.6%) and 

genotype 3 (10.8%) among 2 699 patients who were tested positive for anti-HCV between 

January 2005 and March 2017 in public hospitals in Hong Kong [86].

74. The commonest genotype in intravenous drug users was genotype 6. A retrospective 

analysis of 106 intravenous drug users and 949 non-drug users with samples collected 

between December 1998 and May 2004 also confirmed the significant high prevalence of 

genotype 6a in drug users (58.5%) followed by 1b (33.0%), in contrast to 63.6% for 1b and 

23.6% for 6a in non-drug users [87]. Besides intravenous drug use, age and sex were 

independent factors associated with HCV genotypes in this study. Further phylogenetic 

analyses revealed that HCV 6a strains from Vietnam might be ancestral to Hong Kong 

counterparts, suggesting an association between the high predominance of HCV 6a 

infections and Vietnamese immigration during 1987 - 1997 in Hong Kong [88]. In a 

methadone clinic-based study published in 2011, out of 273 PWID with different periods of 

initiating injection, 52% had genotype 6a and 38% had 1b. Both genotypes 1b and 6a were 

prevalent among older injectors, while subtype 3a was more common in young injectors and 

those initiating injection more recently during 1995 - 2006. Moreover, phylogenetic analysis 

revealed no specific clustering of any subtype or genotype, which did not suggest any 

outbreak of HCV among the study population. The extensive use of methadone, widely 

available since 1980s, may have protected Hong Kong from the emergence of HCV clusters 

among injection drug users [89].

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

75. For the HIV-positive MSM attending ITC who were diagnosed with acute HCV infection 

between 2009 to 2014, genotype 3a was the most prevalent (63.6%), followed by 1a (18.2%) 

and 6a (9.1%). The high prevalence of genotype 3a in MSM was in stark contrast to its rarity 

among HCV-infected PWID in Hong Kong. Phylogenetic analyses revealed a monophyletic 

HCV-3a cluster with members all diagnosed between 2013 and 2014, and a homologous pair 

with HCV-6a genotype. However, there was no temporal or genetic clustering of the 

corresponding HIV sequences [90]. Molecular analyses of HCV sequences from 58 

HIV-positive patients from ITC between 2010 and 2016 also showed no international network 

of HCV among HIV-positive MSM in the three Asia-Pacific cities, namely Hong Kong, Taipei 

and Tokyo [91]. An overview of all 420 HIV/HCV co-infected patients between 1999 and 

February 2021 in ITC found that MSM were more likely to be associated with HCV genotype 

3, compared to genotypes 1 and 6 in non-MSM [79].

76. The natural history of 138 HCV genotype 1 patients (median age: 50 years) was 

compared with that of 78 HCV genotype 6 patients (median age: 46.5 years) by reviewing 

medical records of anti-HCV-positive patients in Queen Mary Hospital between 1991 and 

2007 [92]. Both genotypes share a similar natural history based on liver biochemistry, HCV 

viral load, and probability of cirrhotic complications and mortality after a median follow-up 

period of over 5 years.

COMMENTARY



29

70. There has been overseas data supporting sexual transmission of HCV among 

HIV-positive MSM [76]. The anti-HCV prevalence of subjects who contracted HIV via 

homosexual or bisexual contact in the ITC HIV/AIDS patient cohort has remained below 2% 

from screening since 2005. However, this figure has shown an increasing trend since 2012, 

with the cumulative number of individuals with HCV/HIV coinfection at the time of HIV 

diagnosis rising from 16 (1.3%) in 2013 to 70 (2.3%) in 2021 (Box 56).

71. From July to November 2013, ITC identified seven cases of recent HCV infection in 

Chinese HIV-positive MSM without history of injecting drug use [77]. Five of the seven cases 

were also diagnosed to have recent syphilis infection during the period. Phylogenetic 

analyses revealed that all cases belonged to the same genotype (genotype 3) although 

investigation showed no apparent linkage on their sexual exposure. An analysis on 

HIV-positive MSM attending ITC who had HCV seroconversion in the period 1999 - 2013 was 

subsequently performed [78]. Fourteen (1.1%) patients seroconverted, with an overall 

incidence rate of 0.22 per 100 patient-years. The incidence rate increased from 0.13 per 

100 patient-years before 2002 to 0.19 per 100 patient years in 2002 - 2007 and 0.47 per 

100 patient-years in 2008 - 2013. Compared with the non-seroconverters, the seroconverters 

were of higher education level and had prior history of STI. As reported in the latest 

retrospective study, a total of 420 records of HIV/HCV co-infections were identified in ITC 

between 1999 and February 2021, and the majority of the cases after 2013 were found in 

MSM [79]. The study also found that HIV/HCV co-infection cases in MSM were more likely to 

be younger, local residents, achieving HIV viral suppression and co-diagnosing with an STI at 

HCV diagnosis, and having a longer time lag between HIV and HCV diagnoses, as compared 

with those in non-MSM. The overall higher HCV prevalence, and the increasing incidence of 

HCV infection among HIV-positive MSM, coupled with the hastened liver disease progression 

in patients with HIV infection [80], would demand further attention.

72. A surveillance project for HCV in Hong Kong had been in place to monitor the trend of 

anti-HCV among selected in-patients, with the participation of the laboratories of Princess 

Margaret Hospital (PMH, joined since 2003) and Prince of Wales Hospital (PWH, joined since 

2005). Among the selected hospital patients tested in the past eleven years, the overall 

anti-HCV prevalence was 1.8% (Box 57). Anti-HCV was most commonly found in drug users, 

of which 48.6% were found positive, followed by patients with history of blood transfusion at 

8.1%. Overall, the male-to-female ratio of HCV positive subjects was about 2.5 to 1, with a 

mean age of 54.6 years old (Box 58).

Genotypes of HCV

73. Genotypic studies in Hong Kong has identified that 1b and 6a were the prevalent HCV 

genotypes locally, a scenario different from that in North America where 1a predominated 

[81, 82]. In an early study of 212 blood donors tested anti-HCV positive from 1991 to 1994, the 

commonest genotype found was 1b (58.8%), followed by 6a (27.0%) [83]. In another study of 

hospitalised patients with HCV testing for clinical indications, 1b was the commonest type 

found in patients with chronic liver diseases and chronic renal failure [84]. According to a local 

study of patients on renal replacement therapy, the predominant genotype was 1b, followed 

by 1a and 6a [85]. As reported in a recent territory-wide population-based study, the 

commonest HCV genotype was genotype 1 (48.8%), followed by genotype 6 (33.6%) and 

genotype 3 (10.8%) among 2 699 patients who were tested positive for anti-HCV between 

January 2005 and March 2017 in public hospitals in Hong Kong [86].

74. The commonest genotype in intravenous drug users was genotype 6. A retrospective 

analysis of 106 intravenous drug users and 949 non-drug users with samples collected 

between December 1998 and May 2004 also confirmed the significant high prevalence of 

genotype 6a in drug users (58.5%) followed by 1b (33.0%), in contrast to 63.6% for 1b and 

23.6% for 6a in non-drug users [87]. Besides intravenous drug use, age and sex were 

independent factors associated with HCV genotypes in this study. Further phylogenetic 

analyses revealed that HCV 6a strains from Vietnam might be ancestral to Hong Kong 

counterparts, suggesting an association between the high predominance of HCV 6a 

infections and Vietnamese immigration during 1987 - 1997 in Hong Kong [88]. In a 

methadone clinic-based study published in 2011, out of 273 PWID with different periods of 

initiating injection, 52% had genotype 6a and 38% had 1b. Both genotypes 1b and 6a were 

prevalent among older injectors, while subtype 3a was more common in young injectors and 

those initiating injection more recently during 1995 - 2006. Moreover, phylogenetic analysis 

revealed no specific clustering of any subtype or genotype, which did not suggest any 

outbreak of HCV among the study population. The extensive use of methadone, widely 

available since 1980s, may have protected Hong Kong from the emergence of HCV clusters 

among injection drug users [89].

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

75. For the HIV-positive MSM attending ITC who were diagnosed with acute HCV infection 

between 2009 to 2014, genotype 3a was the most prevalent (63.6%), followed by 1a (18.2%) 

and 6a (9.1%). The high prevalence of genotype 3a in MSM was in stark contrast to its rarity 

among HCV-infected PWID in Hong Kong. Phylogenetic analyses revealed a monophyletic 

HCV-3a cluster with members all diagnosed between 2013 and 2014, and a homologous pair 

with HCV-6a genotype. However, there was no temporal or genetic clustering of the 

corresponding HIV sequences [90]. Molecular analyses of HCV sequences from 58 

HIV-positive patients from ITC between 2010 and 2016 also showed no international network 

of HCV among HIV-positive MSM in the three Asia-Pacific cities, namely Hong Kong, Taipei 

and Tokyo [91]. An overview of all 420 HIV/HCV co-infected patients between 1999 and 

February 2021 in ITC found that MSM were more likely to be associated with HCV genotype 

3, compared to genotypes 1 and 6 in non-MSM [79].

76. The natural history of 138 HCV genotype 1 patients (median age: 50 years) was 

compared with that of 78 HCV genotype 6 patients (median age: 46.5 years) by reviewing 

medical records of anti-HCV-positive patients in Queen Mary Hospital between 1991 and 

2007 [92]. Both genotypes share a similar natural history based on liver biochemistry, HCV 

viral load, and probability of cirrhotic complications and mortality after a median follow-up 

period of over 5 years.

COMMENTARY



30

77. Chronic HBV and HCV infection are important risk factors for cirrhosis and liver cancer. 

Globally 830 000 people died of liver cancer in 2020 [93], and HBV and HCV infection 

generally accounted for approximately 80% of liver cancer cases [94]. Local studies showed 

that 75 - 80% of hepatocellular cancers in Hong Kong were related to chronic HBV infection, 

and 3 - 6% of the cases were related to chronic HCV infection. HBV and HCV co-infection 

accounted for another 0.4 - 3% [95].

78. Among 76 liver transplants performed in Queen Mary Hospital (QMH) due to cirrhosis 

from 1999 to 2000, 51 and 7 were related to hepatitis B and C respectively [96]. Another case 

series report showed that more than half (800; 58.6%) of the 1366 patients undergoing liver 

transplantation between 1999 and 2019 in QMH had indications related to complications of 

chronic hepatitis B, including cirrhosis, HCC and severe flares; while the proportion of 

transplanted patients with chronic hepatitis B was declining from a peak of 76.7% in 2002 

to 44.4% in 2019 [97].

79. According to the data from the Hong Kong Cancer Registry [98], liver cancer, including 

neoplasm of liver and intrahepatic bile ducts, was the fourth commonest cancer in men and 

eleventh commonest cancer in women in 2020. There were 1 735 newly registered cases of 

liver cancer, with 1 261 cases of males and 474 cases of females (male to female ratio was 

about 2.7 to 1) in 2020. There was a downward trend for the age-standardised incidence rate 

for both male and female in the past decade (Box 59, Box 60). The figures were 18.2 for male 

and 5.6 for female per 100 000 standard population in 2020.

80. In 2020, liver cancer was the third leading cause of cancer deaths in Hong Kong. There 

were 1 530 registered mortality from liver cancer. There was a downward trend for the 

age-standardised mortality rate for both sexes in the past decade (Box 61, Box 62). The 

figures were 15.3 for male and 4.4 for female per 100 000 standard population in 2020 [98].

Liver Cancer
Major Morbidity and Mortality from Viral Hepatitis
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77. Chronic HBV and HCV infection are important risk factors for cirrhosis and liver cancer. 

Globally 830 000 people died of liver cancer in 2020 [93], and HBV and HCV infection 

generally accounted for approximately 80% of liver cancer cases [94]. Local studies showed 

that 75 - 80% of hepatocellular cancers in Hong Kong were related to chronic HBV infection, 

and 3 - 6% of the cases were related to chronic HCV infection. HBV and HCV co-infection 

accounted for another 0.4 - 3% [95].

78. Among 76 liver transplants performed in Queen Mary Hospital (QMH) due to cirrhosis 

from 1999 to 2000, 51 and 7 were related to hepatitis B and C respectively [96]. Another case 

series report showed that more than half (800; 58.6%) of the 1366 patients undergoing liver 

transplantation between 1999 and 2019 in QMH had indications related to complications of 

chronic hepatitis B, including cirrhosis, HCC and severe flares; while the proportion of 

transplanted patients with chronic hepatitis B was declining from a peak of 76.7% in 2002 

to 44.4% in 2019 [97].

79. According to the data from the Hong Kong Cancer Registry [98], liver cancer, including 

neoplasm of liver and intrahepatic bile ducts, was the fourth commonest cancer in men and 

eleventh commonest cancer in women in 2020. There were 1 735 newly registered cases of 

liver cancer, with 1 261 cases of males and 474 cases of females (male to female ratio was 

about 2.7 to 1) in 2020. There was a downward trend for the age-standardised incidence rate 

for both male and female in the past decade (Box 59, Box 60). The figures were 18.2 for male 

and 5.6 for female per 100 000 standard population in 2020.

80. In 2020, liver cancer was the third leading cause of cancer deaths in Hong Kong. There 

were 1 530 registered mortality from liver cancer. There was a downward trend for the 

age-standardised mortality rate for both sexes in the past decade (Box 61, Box 62). The 

figures were 15.3 for male and 4.4 for female per 100 000 standard population in 2020 [98].
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(Data source: Centre for Health Protection, Department of Health)
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Number of cases of viral hepatitis reported to the Department of 
Health between 1988 and 2021 (Data source: CHP, DH)

Surveillance of Viral Hepatitis in Hong Kong - 2021 ReportSurveillance of Viral Hepatitis in Hong Kong - 2021 Report

S
ur

ve
ill

an
ce

 o
f V

ira
l H

ep
at

iti
s 

in
 H

on
g 

K
on

g 
- 2

02
1 

R
ep

or
t

S
ur

ve
ill

an
ce

 o
f V

ira
l H

ep
at

iti
s 

in
 H

on
g 

K
on

g 
- 2

02
1 

R
ep

or
t

32

Acute viral hepatitis



33

N
um

ber of cases of viral hepatitis reported to the D
epartm

ent of 
H

ealth betw
een 1988 and 2021 (D

ata source: C
H

P, D
H

)

S
urveillance of Viral H

epatitis in H
ong K

ong - 2021 R
eport

S
urveillance of Viral H

epatitis in H
ong K

ong - 2021 R
eport

Surveillance of Viral Hepatitis in Hong Kong - 2021 ReportSurveillance of Viral Hepatitis in Hong Kong - 2021 Report33

A
cute viral hepatitis

Acute viral hepatitis



Reported cases of viral hepatitis from 1988 to 2021 by viral etiology surveillance
(Data source: CHP, DH)
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Breakdown of viral hepatitis by etiology reported from 1996 to 2021 
(Data source: CHP, DH)
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Breakdown of viral hepatitis by etiology reported from 1996 to 2021 
(Data source: CHP, DH)
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Number of hepatitis A cases reported from 2003 to 2021 
(Data source: CHP, DH)
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Sex distribution of hepatitis A cases reported from 2003 to 2021 
(Data source: CHP, DH)
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Sex distribution of hepatitis A cases reported from 2003 to 2021 
(Data source: CHP, DH)
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Age distribution of hepatitis A cases reported from 1992 to 2021 
(Data source: CHP, DH)
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Notification rates and death rates of hepatitis A from 1988 to 2021 
(Data source: CHP, DH)
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Notification rates and death rates of hepatitis A from 1988 to 2021 
(Data source: CHP, DH)
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Number of hepatitis B cases reported from 1995 to 2021 
(Data source: CHP, DH)
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Sex distribution of hepatitis B cases reported from 1995 to 2021 
(Data source: CHP, DH)
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Sex distribution of hepatitis B cases reported from 1995 to 2021 
(Data source: CHP, DH)
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Age distribution of hepatitis B cases reported from 1995 to 2021 
(Data source: CHP, DH)
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Number of hepatitis C cases reported from 2002 to 2021 
(Data source: CHP, DH)
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Number of hepatitis C cases reported from 2002 to 2021 
(Data source: CHP, DH)
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Sex distribution of hepatitis C cases reported from 2005 to 2021 
(Data source: CHP, DH)
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Age distribution of hepatitis C cases reported from 2005 to 2021 
(Data source: CHP, DH)
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Age distribution of hepatitis C cases reported from 2005 to 2021 
(Data source: CHP, DH)
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Number of hepatitis E cases reported from 1996 to 2021 
(Data source: CHP, DH)
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Seasonal distribution of reported cases of 
hepatitis E by month from 2004 to 2021 
(Data source: CHP, DH)
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Sex distribution of hepatitis E cases reported from 1996 to 2021 
(Data source: CHP, DH)
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Age distribution of hepatitis E cases reported from 1996 to 2021 
(Data source: CHP, DH)
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Age distribution of hepatitis E cases reported from 1996 to 2021 
(Data source: CHP, DH)
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Notification rates and death rates of hepatitis E from 1996 to 2021 
(Data source: CHP, DH)
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Box 20.

Box

Box 23.

Box 24.

Prevalence of anti-HAV in studies/testing between 1978 and
2009 (Data sources: multiple sources)

Box 21. Prevalence of anti-HAV in participants of Community Research
Project for Viral Hepatitis in 2001 (Data source: DH)

Box 22. Prevalence of anti-HAV in individuals with blood collected for
serological diagnosis of conditions unrelated to hepatitis
(Data source: PHLSB, CHP, DH)

Title

Prevalence of anti-HAV at baseline screening of HIV/AIDS
patients attending ITC from Jul 2007 to 2021 (Data source: ITC, 
CHP, DH)

Prevalence of anti-HAV per HIV risk at baseline screening of
HIV/AIDS patients attending ITC from Jul 2007 to 2021
(Data source: ITC, CHP, DH)
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Data sources:

A. Study on left-over sera of 362 subjects, by Tsang et al of the University of Hong Kong [11]

B. Study on stored sera of 702 healthy subjects, by Chin et al of the University of Hong Kong [10]

C. Study on 1028 serum samples collected from individuals attending a health exhibition, by Lim et al of Department of Health. [99]

D. Seroprevalence results reported in the press by Lai et al of the University of Hong Kong. [100]

E. Pre-vaccination screening on students and staff of City University of Hong Kong: 553 (1995), 669 (1996), 608 (1998), 395 (2000), 592 (2001), 371 (2002), students and staff 

 of Baptist University of Hong Kong 240 (2001), 259 (2002), 153 (2003), 55 (2004), 77 (2005), 53 (2006), 54 (2007), 70(2008),63(2009) and students and staff of Lingnan 

 University 125 (2003), 84 (2004). [Data from CHC-Group Medical Practice]

F. Seroprevalence study in school children by Lee et al of the Chinese University of Hong Kong. [101]

G. Community Research Project on Viral Hepatitis 2001. [2]
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Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

Prevalence of anti-HAV at baseline screening of HIV/AIDS patients attending ITC from Jul 2007 to 2021 
(Data source: ITC, CHP, DH)
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Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

Prevalence of anti-HAV at baseline screening of HIV/AIDS patients attending ITC from Jul 2007 to 2021 
(Data source: ITC, CHP, DH)
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Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

2021 1 (100.0%) 9 (15.5%) 27 (44.3%) 20 (58.8%)1 58 61 34 29 (80.6%)36

Prevalence of anti-HAV at baseline screening of HIV/AIDS patients attending ITC from Jul 2007 to 2021 
(Data source: ITC, CHP, DH) (continued)
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Prevalence of anti-HAV per HIV risk at baseline screening 
of HIV/AIDS patients attending ITC from Jul 2007 to 2021 
(Data source: ITC, CHP, DH)

Heterosexual male

Heterosexual female

Homo/Bi-sexual

Drug user

Blood/blood product recipient

Perinatal

Undetermined

Total

615 (72.3%)

417 (75.3%)

1122 (37.6%)

173 (85.2%)

21 (75.0%)

0 (0.0%)

37 (71.2%)

2385 (50.9%)

851

554

2987

203

28

9
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Box 25.

Box

Prevalence of anti-HEV in participants of Community Research
Project for Viral Hepatitis in 2001 (Data source: DH)

Title
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Box 25.

Box

Prevalence of anti-HEV in participants of Community Research
Project for Viral Hepatitis in 2001 (Data source: DH)

Title
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Prevalence of anti-HEV in participants of Community
Research Project for Viral Hepatitis in 2001
(Data source: DH)
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Box Title Page

New blood donors, pre-martial screening and antenatal women

Box 26. HBsAg prevalence in new blood donors, pre-marital screening 62
 and antenatal women from 1992 to 2021 (Data sources: 
 HKRCBTS, FPAHK, FHS and PHLSB, CHP, DH)

Box 27. HBsAg prevalence in new blood donors from 1991 to 2021 (Data 63
 source: HKRCBTS)

Box 28. HBsAg prevalence and its sex and age breakdown in new blood 64
 donors in 2021 (Data source: HKRCBTS)

Box 29. HBsAg prevalence among new blood donors by age, from 2001  64
 to 2021 (Data source: HKRCBTS)

Box 30. HBsAg prevalence in antenatal women from 1992 to 2021 (Data 65
 source: FHS and PHLSB, CHP, DH)

Box 31. HBsAg prevalence and age breakdown of antenatal mothers  66
 from 1990 to 2021 (Data source: FHS and PHLSB, CHP, DH)

Box 32. HBsAg prevalence among antenatal mothers by age, from 1990  67
 to 2021 (Date source: FHS and PHLSB, CHP, DH)

Box 33. HBsAg prevalence from the FPAHK’s clinical services (Data  68
 source: FPAHK)

Other selected populations: police officers, and healthcare workers
Box 34. HBsAg prevalence in other selected populations from 1990 to  69
 2021 (Data sources: DH)

Box 35. Prevalence of hepatitis B markers in police officers, by age from 70
 1996 to 2006 and 2012 to 2021 (Data source: DH)

Box 36. Prevalence of hepatitis B markers in police officers, by sex from 71
 1996 to 2006 and 2012 to 2021 (Data source: DH)

Box 37. HBsAg prevalence in newly recruited health care workers of DH  73
 from 2002 to 2021 (Data source: DH)
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Box Title Page

Patients attending Tuberculosis and Chest Clinics 
(Data source: Tuberculosis and Chest Service, CHP, DH)

Box 38. HBsAg prevalence in tuberculosis patients treated at chest  74
 clinics, by sex from 2005 to 2021 (March to May)

Box 39. HBsAg prevalence in tuberculosis patients treated at chest  75
 clinics, by age from 2005 to 2021 (March to May)

Persons attending Integrated Treatment Centre (ITC), drug users and sex 
workers

Box 40. Prevalence of hepatitis B markers in persons attending  76
 Therapeutic Prevention Clinic of ITC for post-exposure 
 management, from 2000 to 2021 (Data source: ITC, CHP, DH)

Box 41. HBsAg prevalence in drug users, female sex workers and  77
 HIV/AIDS patients attending ITC from 1992 to 2021 (Data 
 sources: PHLSB, Social Hygiene Service, ITC, CHP, DH and 
 Action for REACH OUT)

Box 42. Prevalence of HBsAg at baseline screening of HIV/AIDS  78
 patients attending ITC from 2000 to 2021 (Data source: ITC, 
 CHP, DH)

Box 43. Prevalence of HBV infection per HIV risk at baseline screening  79
 of HIV/AIDS patients attending ITC from 2000 to 2021 (Data 
 source: ITC, CHP, DH)

Box 44. Prevalence of hepatitis B markers in drug users from 1990 to  80
 2010 (Data source: PHLSB, CHP, DH)

Community studies
Box 45. Prevalence of HBsAg in participants of Community Research  81
 Project on Viral Hepatitis in 2001 (Data source: DH)

Box 46. HBsAg prevalence by age among children aged 12 to 15 years  81
 in 2009 (Data source: unpublished data of DH)
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HBsAg prevalence in new blood donors, pre-marital screening and antenatal women from 1992 to 2021 
(Data source: HKRCBTS, FPAHK, FHS and PHLSB, CHP, DH)
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HBsAg prevalence in new blood donors from 1991 to 2021 (Data source: HKRCBTS)
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HBsAg prevalence in new blood donors, pre-marital screening and antenatal women from 1992 to 2021 
(Data source: HKRCBTS, FPAHK, FHS and PHLSB, CHP, DH)
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HBsAg prevalence in new blood donors from 1991 to 2021 (Data source: HKRCBTS)
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Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

HBsAg prevalence and its sex and age breakdown in new 
blood donors in 2021 (Data source: HKRCBTS)

2424
2207
1606
1182
745
8164

8 (0.33%)
15 (0.68%)
23 (1.43%)
29 (2.45%)
23 (3.09%)
98 (1.20%)

3243
2631
2463
2165
1463

11965

5667
4838
4069
3347
2208

20129

18 (0.32%)
20 (0.41%)
39 (0.96%)
56 (1.67%)
54 (2.45%)

187 (0.93%)

10 (0.31%)
5 (0.19%)

16 (0.65%)
27 (1.25%)
31 (2.12%)
89 (0.74%)

HBsAg prevalence among new blood donors by age, from 
2001 to 2021 (Data source: HKRCBTS)
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Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

HBsAg prevalence in antenatal women from 1992 to 2021 (Data source: FHS and PHLSB, CHP, DH)
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HBsAg prevalence and age breakdown of antenatal 
mothers from 1990 to 2021 
(Data source: FHS and PHLSB, CHP, DH)

2021 116 (0.9%) 811 (0.6%) 3960 (1.3%) 8586 (2.4%) 6228 (4.2%)

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

HBsAg prevalence among antenatal mothers by age, 
from 1990 to 2021 (Date source: FHS and PHLSB, CHP, DH)
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HBsAg prevalence among antenatal mothers by age, 
from 1990 to 2021 (Date source: FHS and PHLSB, CHP, DH)
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HBsAg prevalence from the FPAHK’s clinical services (Data source: FPAHK)
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HBsAg prevalence in other selected populations from 
1990 to 2021 (Data sources: DH)
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Prevalence of hepatitis B markers in police officers, by age from 1996 to 2006 and 2012 to 2021 
(Data source: DH)

2021 157 0.0 31.8 973 1.0 34.6 492 3.0 53.5 136 5.1 61.0 15 6.7 60.0

Prevalence of hepatitis B markers in police officers, by sex from 1996 to 2006 and 2012 to 2021 
(Data source: DH)
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Prevalence of hepatitis B markers in police officers, by age from 1996 to 2006 and 2012 to 2021 
(Data source: DH)

2021 157 0.0 31.8 973 1.0 34.6 492 3.0 53.5 136 5.1 61.0 15 6.7 60.0

Prevalence of hepatitis B markers in police officers, by sex from 1996 to 2006 and 2012 to 2021 
(Data source: DH)
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Prevalence of hepatitis B markers in police officers, by sex from 1996 to 2006 and 2012 to 2021 
(Data source: DH) (continued)

2021 1291 27 (2.1%) 506 (39.2%) 6 (1.1%) 236 (45.2%) 1813 33 (1.8%) 742 (40.9%)522
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HBsAg prevalence in newly recruited health care workers 
of DH from 2002 to 2021 (Data source: DH)

7 (1.6%) 440 13 (3.0%)4502021

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report 73

Seroprevalence of hepatitis B



74

HBsAg prevalence in tuberculosis patients treated at 
chest clinics, by sex from 2005 to 2021 (March to May) 
(Data source: Tuberculosis and Chest Service, CHP, DH)

2021 511 39 (7.6%) 316 25 (7.9%) 827 64 (7.7%)
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HBsAg prevalence in tuberculosis patients treated at 
chest clinics, by age from 2005 to 2021 (March to May) 
(Data source: Tuberculosis and Chest Service, CHP, DH)

2021 19 1 (5.3%) 138 4 (2.9%) 252 25 (9.9%) 418 34 (8.1%)
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Prevalence of hepatitis B markers in persons attending Therapeutic Prevention Clinic of ITC for 
post-exposure management, from 2000 to 2021 (Data source: ITC, CHP, DH)

2021 123 2 (1.6%) 92 (74.8%) 376 6 (1.6%) 194 (51.6%) 499 8 (1.6%) 286 (57.3%)
Total 1720 57 (3.3%) 1220 (70.9) 6350 297 (4.7%) 3193 (50.3%) 8070 354 (4.4%) 4413 (54.7%)

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

HBsAg prevalence in drug users, female sex workers and HIV/AIDS patients attending ITC from 1992 
to 2021 (Data sources: PHLSB, Social Hygiene Service, ITC, CHP, DH and Action for REACH OUT)

2021 5.3
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Prevalence of hepatitis B markers in persons attending Therapeutic Prevention Clinic of ITC for 
post-exposure management, from 2000 to 2021 (Data source: ITC, CHP, DH)

2021 123 2 (1.6%) 92 (74.8%) 376 6 (1.6%) 194 (51.6%) 499 8 (1.6%) 286 (57.3%)
Total 1720 57 (3.3%) 1220 (70.9) 6350 297 (4.7%) 3193 (50.3%) 8070 354 (4.4%) 4413 (54.7%)

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

HBsAg prevalence in drug users, female sex workers and HIV/AIDS patients attending ITC from 1992 
to 2021 (Data sources: PHLSB, Social Hygiene Service, ITC, CHP, DH and Action for REACH OUT)

2021 5.3
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Prevalence of HBsAg at baseline screening of HIV/AIDS 
patients attending ITC from 2000 to 2021 
(Data source: ITC, CHP, DH)

2021 169 9 (5.3%) 21 1 (4.8%) 190 10 (5.3%)
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Prevalence of HBV infection per HIV risk at baseline 
screening of HIV/AIDS patients attending ITC from 2000 to 
2021 (Data source: ITC, CHP, DH)

911
561

2994
269
18
9

55
4817

105 (11.5%)
31 (5.5%)

233 (7.8%)
41 (15.2%)
1 (5.6%)
0 (0%)

5 (9.1%)
416 (8.6%)

429 (47.1%)
241 (43.0%)

1623 (54.2%)
128 (47.6%)
6 (33.3%)
2 (22.2%)

28 (50.9%)
2457 (51.0%)
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*The overall seroprevalence of HBsAg was 0.78%.
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Box 47.

Box

Box 49.

Estimated coverage of birth-dose hepatitis B vaccine between 
2010 and 2021 (Data source: DH and Census and Statistics 
Department)

Box 48. Hepatitis B immunisation coverage among children aged 2 to 5 
by year of birth (Data source: ref 56 - 62 & unpublished DH 
data)

Title

Cumulative statistics of the supplementary hepatitis B 
vaccination programme for Primary 6 students from the school 
years 2003 to 2021 (Data source: DH)
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Estimated coverage of birth-dose hepatitis B vaccine between 
2010 and 2021 
(Data source: DH and Census and Statistics Department)

2010
2011
2012
2013
2014
2015
2016
2017
2018
2019
2020
2021

88 148
95 113
91 073
56 565
61 813
59 520
60 522
56 403
53 506
52 603
42 876
36 849

88 584
95 451
91 558
57 084
62 305
59 878
60 856
56 548
53 716
52 856
43 031
36 953

99.5%
99.6%
99.5%
99.1%
99.2%
99.4%
99.5%
99.7%
99.6%
99.5%
99.6%
99.7%
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Box 47.

Box

Box 49.

Estimated coverage of birth-dose hepatitis B vaccine between 
2010 and 2021 (Data source: DH and Census and Statistics 
Department)

Box 48. Hepatitis B immunisation coverage among children aged 2 to 5 
by year of birth (Data source: ref 56 - 62 & unpublished DH 
data)

Title

Cumulative statistics of the supplementary hepatitis B 
vaccination programme for Primary 6 students from the school 
years 2003 to 2021 (Data source: DH)
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Estimated coverage of birth-dose hepatitis B vaccine between 
2010 and 2021 
(Data source: DH and Census and Statistics Department)

2010
2011
2012
2013
2014
2015
2016
2017
2018
2019
2020
2021

88 148
95 113
91 073
56 565
61 813
59 520
60 522
56 403
53 506
52 603
42 876
36 849

88 584
95 451
91 558
57 084
62 305
59 878
60 856
56 548
53 716
52 856
43 031
36 953

99.5%
99.6%
99.5%
99.1%
99.2%
99.4%
99.5%
99.7%
99.6%
99.5%
99.6%
99.7%

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report82 83

Vaccination coverage of hepatitis B



84

*Provisional figures

Hepatitis B immunisation coverage among children aged 2 to 5 by year of birth 
(Data source: ref 55 - 61 & unpublished DH data)

2015
2016
2017

99.9
99.7
99.8

99.9
99.6
99.5

99.5
99.2
99.1

2021*

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

2020-
2021

 59339 58710

 429 889

 34.5% 11.8%

 98.0% 98.2%

 148 105

 453 918

 151 87

 33.3% 9.5%

 98.0% 98.1%

 711 1116

 320 186

 45.0% 16.7%

 97.8% 98.0%

Cumulative statistics of the supplementary hepatitis B vaccination programme for Primary 6 students 
from the school years 2003 to 2021 (Data source: DH)
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*Provisional figures

Hepatitis B immunisation coverage among children aged 2 to 5 by year of birth 
(Data source: ref 55 - 61 & unpublished DH data)

2015
2016
2017

99.9
99.7
99.8

99.9
99.6
99.5

99.5
99.2
99.1

2021*
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2020-
2021

 59339 58710

 429 889

 34.5% 11.8%

 98.0% 98.2%

 148 105

 453 918

 151 87

 33.3% 9.5%

 98.0% 98.1%

 711 1116

 320 186

 45.0% 16.7%

 97.8% 98.0%

Cumulative statistics of the supplementary hepatitis B vaccination programme for Primary 6 students 
from the school years 2003 to 2021 (Data source: DH)
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Box 50.

Box

Anti-HCV prevalence in new blood donors from 1991 to 2021 
(Data source: HKRCBTS)

Box 51. Anti-HCV prevalence and its sex and age breakdown in new 
blood donors in 2021 (Data source: HKRCBTS)

Title

87

88

Box 52. Prevalence of anti-HCV in participants of Community Research 
Project on Viral Hepatitis in 2001 (Data source: DH)

88

Box 53. Prevalence of anti-HCV from screening of blood donors from 
2004 to 2021 (Data source: HKRCBTS)

89

Box 54. Prevalence of anti-HCV in persons attending Therapeutic 
Prevention Clinic of ITC for post-exposure management, from 
2000 to 2021 (Data source: ITC, CHP, DH)

90

Box 55. Prevalence of anti-HCV at baseline screening of HIV/AIDS 
patients attending ITC from 2000 to 2021 (Data source: ITC, 
CHP, DH)

91

Box 56. Prevalence of anti-HCV per HIV risk at baseline screening of 
HIV/AIDS patients attending ITC from 2000 to 2021 (Data 
source: ITC, CHP, DH)

92

Box 57. Prevalence of anti-HCV from clinical testing of patients in 2 
hospital clusters under Hospital Authority from 2011 to 2021 
(Data source: PMH Microbiology Laboratory and PWH 
Microbiology Laboratory)

93

Box 58. Characteristics of anti-HCV positive subjects detected in 2 
hospital clusters under Hospital Authority from 2008 to 2021 
(Data source: PMH Microbiology Laboratory and PWH 
Microbiology Laboratory)

94
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Anti-HCV prevalence in new blood donors from 1991 to 2021 
(Data source: HKRCBTS)
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 16-19 2424 0 (0.00%) 3243 1 (0.03%) 5667 1 (0.02%)
 20-29 2207 1 (0.05%) 2631 0 (0.00%) 4838 1 (0.02%)
 30-39 1606 4 (0.25%) 2463 2 (0.08%) 4069 6 (0.15%)
 40-49 1182 5 (0.42%) 2165 3 (0.14%) 3347 8 (0.24%)
 >49 745 3 (0.40%) 1463 3 (0.21%) 2208 6 (0.27%)
 Total 8164 13 (0.16%) 11965 9 (0.08%) 20129 22 (0.11%)

Anti-HCV prevalence and its sex and age breakdown in 
new blood donors in 2021 (Data source: HKRCBTS)

Prevalence of anti-HCV in participants of Community 
Research Project on Viral Hepatitis in 2001 
(Data source: DH)
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Prevalence of anti-HCV from screening of blood donors from 2004 to 2021 (Data source: HKRCBTS)
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Prevalence of anti-HCV in persons attending Therapeutic 
Prevention Clinic of ITC for post-exposure management,
from 2000 to 2021 (Data source: ITC, CHP, DH)

2021 46 1 (2.2%) 187 1 (0.5%) 233 2 (0.9%)
Total 670 2 (0.3%) 2733 11 (0.4%) 3403 13 (0.4%)
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Prevalence of anti-HCV in persons attending Therapeutic 
Prevention Clinic of ITC for post-exposure management,
from 2000 to 2021 (Data source: ITC, CHP, DH)

2021 46 1 (2.2%) 187 1 (0.5%) 233 2 (0.9%)
Total 670 2 (0.3%) 2733 11 (0.4%) 3403 13 (0.4%)

Surveillance of Viral Hepatitis in Hong Kong - 2021 Report

Prevalence of anti-HCV at baseline screening of HIV/AIDS 
patients attending ITC from 2000 to 2021 
(Data source: ITC, CHP, DH)

2021 169 7 (4.1%) 21 0 (0.0%) 190 7 (3.7%)
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Prevalence of anti-HCV per HIV risk at baseline screening 
of HIV/AIDS patients attending ITC from 2000 to 2021 
(Data source: ITC, CHP, DH)
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Prevalence of anti-HCV from clinical testing of patients in 2 hospital clusters under Hospital Authority 
from 2011 to 2021 (Data source: PMH Microbiology Laboratory and PWH Microbiology Laboratory)
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from 2008 to 2021 (Data source: PMH Microbiology Laboratory and PWH Microbiology Laboratory)
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Box 61.

Number of new liver cancer cases and age-standardised 
incidence rate by gender from 2001 – 2020

Box 60. Number of new liver cancer cases and incidence rate by age and 
gender, from 2001 – 2020
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Number of liver cancer deaths and age-standardised mortality 
rate by gender from 2001 – 2020
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Box 62. Number of liver cancer deaths and mortality rate by age and 
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Number of new liver cancer cases and age-standardised incidence rate by gender from 2001 – 2020 
(Data source: Hong Kong Cancer Registry, Hospital Authority)
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Number of new liver cancer cases and incidence rate by age and gender, from 2001 – 2020 
(Data source: Hong Kong Cancer Registry, Hospital Authority)
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Number of liver cancer deaths and age-standardised mortality rate by gender from 2001 – 2020 
(Data source: Hong Kong Cancer Registry, Hospital Authority)
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